
logo MQLKKEKLMQTSPDMF INRELSWLRFNSRVLDQCSKNLPLLEKLKF IA IYCTNLDEFYMIRVAGLKQLFSAGVNASSSDE
NTDB id 92292 AEI20 RS08000 WP 228589086.1 MQLKKEKLMQTSPDMFINRELSWLRFNSRVLDQCSKNLPLLEKLKFIAIYCTNLDEFYMIRVAGLKQLFSAGVNASSSDE 80
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 MQLKKEKLMQTSPDMFINRELSWLRFNSRVLDQCSKNLPLLEKLKFIAIYCTNLDEFYMIRVAGLKQLFSAGVNASSSDE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MTPLQQLKAIRKYLHQEKELLERYFNE ITSELEKENLF IKHYENLDENLKQKCDEYFFSNI FPVIVP IAVDATHPFPHLN
NTDB id 92292 AEI20 RS08000 WP 228589086.1 MTPLQQLKAIRKYLHQEKELLERYFNEITSELEKENLFIKHYENLDENLKQKCDEYFFSNIFPVIVPIAVDATHPFPHLN 160
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 MTPLQQLKAIRKYLHQEKELLERYFNEITSELEKENLFIKHYENLDENLKQKCDEYFFSNIFPVIVPIAVDATHPFPHLN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NLSFSLAVKICDKAHPELVKFGMIR IPRVLPRFYEVSANIYVP I ES IVHQHAEE I FPGYKLLASAAFRVTRNADMVI EEE
NTDB id 92292 AEI20 RS08000 WP 228589086.1 NLSFSLAVKICDKAHPELVKFGMIRIPRVLPRFYEVSANIYVPIESIVHQHAEEIFPGYKLLASAAFRVTRNADMVIEEE 240
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 NLSFSLAVKICDKAHPELVKFGMIRIPRVLPRFYEVSANIYVPIESIVHQHAEEIFPGYKLLASAAFRVTRNADMVIEEE 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EADDFMMI LEQGLKLRRKGAFVRLQIQKDADEQIVEFLNTHMKI FHKDVYEYS I LLNLPSLWQIAGNKTFTHLLSPLYTP
NTDB id 92292 AEI20 RS08000 WP 228589086.1 EADDFMMILEQGLKLRRKGAFVRLQIQKDADEQIVEFLNTHMKIFHKDVYEYSILLNLPSLWQIAGNKTFTHLLSPLYTP 320
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 EADDFMMILEQGLKLRRKGAFVRLQIQKDADEQIVEFLNTHMKIFHKDVYEYSILLNLPSLWQIAGNKTFTHLLSPLYTP 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KTLPPFDENLS I FDAVEKEDI L I IQPFESFDPVYKF IKEASKDPEVI S IRMTLYRVEKNSNIVQAL IDAANSDGKQVTVMV
NTDB id 92292 AEI20 RS08000 WP 228589086.1 KTLPPFDENLSIFDAVEKEDILIIQPFESFDPVYKFIKEASKDPEVISIRMTLYRVEKNSNIVQALIDAANDGKQVTVMV 400
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 KTLPPFDENLSIFDAVEKEDILIIQPFESFDPVYKFIKEASKDPEVISIRMTLYRVEKNSNIVQALIDAASDGKQVTVMV 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!

logo ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRKQGDKLKFYMHLSTGNYNASSAKIYTDVSYFTSKAEF
NTDB id 92292 AEI20 RS08000 WP 228589086.1 ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRKQGDKLKFYMHLSTGNYNASSAKIYTDVSYFTSKAEF 480
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRKQGDKLKFYMHLSTGNYNASSAKIYTDVSYFTSKAEF 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARDTTSFFHI LSGFSKNRRLQTLSMSPNQIKEKVLEMIR I ETSKKNEGVIVAKMNSLVDSDI IQALYEASMEGVQIDL I I
NTDB id 92292 AEI20 RS08000 WP 228589086.1 ARDTTSFFHILSGFSKNRRLQTLSMSPNQIKEKVLEMIRIETSKKNEGVIVAKMNSLVDSDIIQALYEASMEGVQIDLII 560
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 ARDTTSFFHILSGFSKNRRLQTLSMSPNQIKEKVLEMIRIETSKKNEGVIVAKMNSLVDSDIIQALYEASMEGVQIDLII 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo RGICCLKPDEEYSKNIRVRS I IGKYLEHARVFYFKHSEPNYF I SSADWMPRNLERRLELMTP IYDERSKAKLAQFLRLQL
NTDB id 92292 AEI20 RS08000 WP 228589086.1 RGICCLKPDEEYSKNIRVRSIIGKYLEHARVFYFKHSEPNYFISSADWMPRNLERRLELMTPIYDERSKAKLAQFLRLQL 640
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 RGICCLKPDEEYSKNIRVRSIIGKYLEHARVFYFKHSEPNYFISSADWMPRNLERRLELMTPIYDERSKAKLAQFLRLQL 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SDNVLAYEKLKNNGEYEKIPSSEKI IDSQQTLEEYVSKIYKTLKKDTDQSRATHLASKLFKEN
NTDB id 92292 AEI20 RS08000 WP 228589086.1 SDNVLAYKLKNNGEYEKIPSSEKIIDSQQTLEEYVSKIYKTLKKDTDQSRATHLASKLFKEN 702
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 SDNVLAYELKNNGEYEKIPSSEKIIDSQQTLEEYVSKIYKTLKKDTDQSRATHLASKLFKEN 702
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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