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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDP.....DFIKTDLNWL 70
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRL.PAQLQSFTPKQWLACGLKPEQLVFLTTQAA.....KQAEQCLQWR 71
NTDB id 92245 vsple RS14025 WP 261882286.1 ...MTDQELTAWLRLSFVPKLGMKRLKRLLAIDS.PFNIINYPHEQLQSLGFSDSQITYLRFKTE.....PLVEECLSWQ 71
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDT.PSNIVQYSTEQLQLLGLTAKQLQAWS.QVD.....KEVDACLTWV 73
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVD.FGEFCQYDKTALKQMGWNERQIQRWFNPEH.....KWIDQALQWA 69
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNIT.LNELLNYDDVAFRQMGWGAIQIRRWFKPEA.....KFIEPALVWS 70
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1089 NMB RS00600 WP 002224767.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1120 NGFG RS10355 WP 020997408.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1122 OK783 RS09595 WP 003705341.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLAL 150
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLAL 151
NTDB id 92245 vsple RS14025 WP 261882286.1 AKSANHHLVTHQCAAYPPSLRQISSAPSTLFVRGNIATLSDPQIAMVGSRNASLEGLQTAKAFAREFAQSGLIVTSGLAL 151
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EQDQ.QQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAI 148
NTDB id 1361 HI 0985 AAC22646.1 QKEG.NHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLAL 149
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIA.EKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1089 NMB RS00600 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIA.EKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1120 NGFG RS10355 WP 020997408.1 GIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIA.EKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1122 OK783 RS09595 WP 003705341.1 GIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIA.EKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQIT.ENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIE 229
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERII.AQGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVE 230
NTDB id 92245 vsple RS14025 WP 261882286.1 GIDGYAHDGALEGGGETFAVLGSGLDAIYPARHRKLAQRIE.EQGALISEFRPSAKPRPENFPRRNRIISGLSLGTLVVE 230
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVA.ENGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIE 228
NTDB id 1361 HI 0985 AAC22646.1 GIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVE 229
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRI 315
NTDB id 1089 NMB RS00600 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRI 315
NTDB id 1120 NGFG RS10355 WP 020997408.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGR 315
NTDB id 1122 OK783 RS09595 WP 003705341.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGR 315
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPI.......... 299
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQVPY..Q..AT.. 304
NTDB id 92245 vsple RS14025 WP 261882286.1 AAEKSGSLITARYALEQGREVFALPGSIHNPTSRGGNSLIKSGACLVQSAQDVLVEIKSLLDWSIEVQPS.......... 300
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSLD.......... 302
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQ.SVHIQPSL.FD..TK.. 302
NTDB id 1361 HI 0985 AAC22646.1 ATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS...IHSQTEIDFD..QI.. 302
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 TAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 395
NTDB id 1089 NMB RS00600 WP 002224767.1 TAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 RTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 393
NTDB id 1122 OK783 RS09595 WP 003705341.1 RAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 393
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ........FS.............LASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCE 358
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .L......FSAV........QSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKG 369
NTDB id 92245 vsple RS14025 WP 261882286.1 .L......FEAPIT.....DNENEQLPFPHLLANVGLEATPVDILAQRTHIPVHEVMMQLLELELLGHVVAVSGGYIRKG 368
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .L......FSAPID.....E...EELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKG 367
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .P.....KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT. 375
NTDB id 1361 HI 0985 AAC22646.1 .AV...PNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV. 373
consensus * * *** * * ********** *!*** ***** *****!**!!! * *****!*****

logo

Y
R
E
G
T
R

NTDB id 1094 KZH42 RS01320 WP 002224767.1 RT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 RT. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 RT. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 RT. 395
NTDB id 1250 GCO85 RS13065 WP 027219989.1 YER 361
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RG. 371
NTDB id 92245 vsple RS14025 WP 261882286.1 RG. 370
NTDB id 1399 DSB67 RS15600 WP 010645755.1 RG. 369
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ... 375
NTDB id 1361 HI 0985 AAC22646.1 ... 373
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