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consensus ************************************************!!!!!!!!!!!!!! !!! !!! !!* !*!*

logo ALVFFLHQSHSKQDLEQEQQSTSYLVSVRDNTKQQQI
V IDYLMEMAKQESEQVI

MGFVRSELAI
YASGGRFYGL IVNAFQRLDGLVDS I EAEARESHNAQ
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consensus !*!!!*!!! !! !!!!!!!!!!! !!!!*!!!* ! !! !*!!!!!!!! !!!!!!!!!*!!!!!! * !! !! *!!

logo QRYIQTGSGDNEQI
VKTS IVLPEQSSSYVGSERYRLLHKRYHNWAYLEL ILKRASDFDDI LLVDIDNGNVAVYS IVFYKHYDNFYGTNLLTGKYKQ
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consensus !!!! !!! *!!!*!! !!!!!!!!!!!!!!!!!! !!!!!*!! !!!!!!!!!! !!! !!**!*!!*!!!!!!!!!

logo DSTNLGHLTFKQKRLAEKQDTVNTEKQRKI
TNEDFYTPVI

V
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VSDFLVDQEDNGKQSYAWLGAP I IVQQGYLHSYAMFRLP I

SNAGITKL IADEGLNSKSNSPSNSM
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consensus !*!!!*!! *! ! ! !! !!!*!!!**!!!* ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!!!!* * !
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consensus !!*!!! !! *!*! * !** ! !*! !! ! !!!!* !* !!!!!!!! ! *!!!!!!!!!!!!!!!**!

logo LEKI
LFVFIAVMLTAI IVLVFVAIASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEAMINTERKDE IGRLAVSFERMQRS IREKI
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logo KSQNEKELEDSNLKL ITIQRKQNDEELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP IPSAANHQKYQLDI I INSSGQRLA

NTDB id 92227 vsple RS11305 WP 261882055.1 KSQNEELEDNLKTIQKQNEELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIPANQKYQLDIIINSGQRLA 512
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consensus !!!! !!! !! ! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! *!!!!!!!! !!!!!!



logo TLVDDLLDYHKMRYGASLDIKQKRCSAVDLSASATRSLVLELSHHLLGKSKPTI
LR I INQVPSETDQLPGVLWVSASDPQRLEQVLMYNL IVGNAIKY
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consensus !!!!!!!!!!!!!!! !!! **!!!!! !! !!!!!!!!!!! !**!!!!!!* * !! !!!!!!!!*!!!*!!!!!!

logo TSEGKIV I SASTVYIDDKNI
VRVQVVDTGQGIPAEHQLEHI FEPL IQAGHQDEASRSYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV
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consensus !!!!!!!!!!* !!! *!!!!!!!!!!!!!!*!!!!!!!!!!!!**!! !!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!
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consensus *!! *! ! *!!!!!*!!!!!!!!!!!!!!!! !! !!!! !!!!!!!!!!!**!!!!!!! !!!!!!!!!!!!!!!
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NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!*!!!!! !!!!! !!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!*** ***!!!!*!!!*!!*!**!

logo QLKRSMNADEE I
L IAPKFYLNR IDEQAEHYCGENIDVYI

V
D
SDTVRQHRLVSASDI

VLKRLPEQGSGLDQATMYI FNVGGASVNASANR IHNDNLETAI
VEALSS

NTDB id 92227 vsple RS11305 WP 261882055.1 QLKRSMADEIIAPKYLRIDQAHYCGEIDVYISDTRQRVSSDILKLPEGSGLDTMYIFNVGGAVNSNRINDLETAIEALSS 992
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consensus !!!!! !*!*!!!!*! !*! !!!! !!!!* ! !!**! !*!*!! !!!! !!!!!!!! !! !!* !!!!*!!!!!

logo YAFEGDKDKLQKQLKELGGEFTRLADKAASGEGYKQNSKQDELMRAEVLVEAMTNSALNTYWERSVSTGEQSKFATFAEKQSGLWRVYLDRSTL
NTDB id 92227 vsple RS11305 WP 261882055.1 YAFEGDKDKLQQLKELGGEFTRLADKAAGEGKNKQELMREVLVEAMTNALTYWESVTGESKFAFAEKSGLWRVYLDRSTL 1072
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consensus !!!!!!!!!!! !!!!!!!!!!!!!!! !! !!*!!! !!!!!!! !! !!! !*! !!! !!! !!!!!!!!!!!!!



logo QTRTLDKYLR I
VETLPKTPRWRTVLNSSLDEFYI LDEHCKEAQGTPERTHI EML

QRDKLQKLLTSE
NTDB id 92227 vsple RS11305 WP 261882055.1 QTRTLDKYLRVETLPKTPRWRTVLSSLEFILDHCKEQTPERTHIEMLRDKLQKLLTS. 1129
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consensus !!!!!!!!!!*!!!!!!!!!!!!! !!**!!*!!!! !!!!!!!! !!!!!!!!!!*
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X similar

X ≥ 50% conserved


