
logo

MQSKTFDNKSKYLLMVEDTASVAALYRSYLTPLDE IDINIVGTGKRDEAI ES ILGNHRREIPDL I LLDLRLPDMTGMDVLFYAVKEQKNFS
NTDB id 92226 vsple RS09325 WP 255230334.1 MQSKTFDNKSKYLLMVEDTASVAALYRSYLTPLEIDINIVGTGKEAIESLNHRIPDLILLDLRLPDMTGMDVLFAVKQNF 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!!*!!!!!!!!!**!!!!* *! !!!!!!!!!!!!!!!!!!!*!!!

logo PDEVP I
V
I
VFMTAHGS IDTAVEAMRHGASQDFL IKPCEADRLR I

VTVNNAIRKASTKLKNDSAVDEHNPGKNSQNYQGF IGSSLQTMQAQVYRT
NTDB id 92226 vsple RS09325 WP 255230334.1 PEVPVIFMTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRITVNNAIRKATKLKNSAEHPGSQNYQGFIGSSLTMQQVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRT 145
consensus !*!!**!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!*!!!! *** !!!!!!!!!! !!! !!!!

logo IDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 92226 vsple RS09325 WP 255230334.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDELQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 92226 vsple RS09325 WP 255230334.1 GTLFLDELCEMDLELQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDEDVI E IAYSLLGFYMSKVEEGKADFVRFLSAQEVI
V
D
ERFNRQYEWPGNVRQLQNVLRNVVVLNENGKRE ITLDNMLPPPLNQMPLSAENP I

S
L
N

NTDB id 92226 vsple RS09325 WP 255230334.1 RGEDVIEIAYSLLGYMSVEEGKAFVRFSQEVIDRFNQYEWPGNVRQLQNVLRNVVVLNNGKEITLNMLPPPLNQPLENSL 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!*!!!!!!!!!!!*!! !!!! !!! ! !!**!! !!!!!!!!!!!!!!!!!!!!!! !*!!!! !!!!!!!!* *

logo RALKPELAKHQESENDKI
VSVHKDE I FPLWLMTEKQTAI EQAI EKACDGNIPRAAGTFYLDVSPSTIYRKLQATWNAEKQVKSESKSEKER

NTDB id 92226 vsple RS09325 WP 255230334.1 R.LKEKQSEDISVKDIFPLWLTEKTAIEQAIKACDGNIPRAAGFLDVSPSTIYRKLQAWNAKQSSSE... 466
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !*!* * *!!**!!!!!*!!! !!!!!! !!!!!!!!!! *!!!!!!!!!!!!! !! ! !***

X non conserved

X similar

X ≥ 50% conserved


