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NTDB id 92222 vsple RS06645 WP 261883056.1 MRPKVLLVEDSTSLAVLYKQYVKDEPYDIFHVETGAEAKTFIERHTPQLVILDLKLPDMSGEEVLDWITENEVPTAVIIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
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logo TAHGS IVDI
TAVESAL IMQRHRGAEQDFLEIKPCI EQADERLKRTVSTVNQLNAHI

L
K
R
K
RASKLEKNDLVENIKSD

K
F
N
D
K
N
R
E
Q
N
S
F
YQGF IGSCSLQPTMQAVYKRTIDSAV

NTDB id 92222 vsple RS06645 WP 261883056.1 TAHGSVDIAVSLIQRGAEDFLEKPIQAERLKTSVQLHLKRA.KLENLVENIKSKFDRESFQGFIGSCLPMQAVYKTIDSV 159
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDV.....DNKNQNYQGFIGSSQTMQAVYRTIDSA 149
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NTDB id 92222 vsple RS06645 WP 261883056.1 APTTASVFINGESGTGKEVCAEAIHKESQRRDKPFVAINCGAIPRDLMESEIFGHVKGAFTGATTDRKGAAMQAHGGTLF 239
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLF 229
consensus !** !!*!! !!!!!!!!!!!!!!! ! ! !!!!*!!!!*!!!*!!*!!!*!!!!!!!!!!! !*! !!! !*!!!!!
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 LDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDD 309
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NTDB id 92222 vsple RS06645 WP 261883056.1 IVTLCKHFLKIYAKQDGKKFKSIDKEAQVLLKNYPWPGNVRQLQNIIRNIVVLNNETNVTKEMIPAPINGAGGRSKVVTP 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN.... 385
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NTDB id 92222 vsple RS06645 WP 261883056.1 TKRAEPVQEAVVETVSKPAPLTPDQIEAASESNGPALTNGDGSIRPMWKIEREAIQNAINHCDGNVLNAAVLLELSPSTV 479
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..RALPLAH..............E............NKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTI 437
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logo YRKKLQATWENAEEKDVEKEYKNEQAKER
NTDB id 92222 vsple RS06645 WP 261883056.1 YRKKQAWEAEDEYNQA.. 495
NTDB id 1157 A1552VC RS03895 WP 001888250.1 YRKLQTWNEKVKEKEKER 455
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