
logo MQSQSDEHNQPSTFYFFFDYETWGVNSPAKDRPSQFAGVRTDMQDFNI IGEPLVIYCQLPPANDYLPAGPEAAL ITGR ITPQKAMNSQGLAPEPEF IAKR
NTDB id 92198 OCV49 RS10030 WP 192853115.1 MSSDNQSTYFFFDYETWGVSPAKDRPSQFAGVRTDQDFNIIGEPLVIYCQPPADYLPGPEAALITRITPQKAMSQGLPEPEFIAK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus ! **!*!*!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*! !!!!*!!!!!!! !!!!!! !!!!*!!!!!!*

logo IHAELASKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACVHALRPEGI ENWPETNDDEGFPTSFKLEHLSVA

NTDB id 92198 OCV49 RS10030 WP 192853115.1 IHAELAKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRAVHALRPEGINWPTNDEGFPSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!*!!!!!!!! !! !!*!!*!!!!!!!!!!

logo NGI EHESNAHDAMADVIATI ELAKKLVKAAQPKLMFDYFLFYNTMRHKRKLNTDEL IVDIVNMQTPLMHVSGMF
LGRDECRHNYTSWI

VVP I
MAWHPTNQN

NTDB id 92198 OCV49 RS10030 WP 192853115.1 NGIEHENAHDAMADVIATIELAKKLKAAQPKMFDYLYNMRHKRKLNDLVDIVNMTPLMHVSGMFGRDCNYTSWVVPMAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!!!!!!!!!!!!!!*!!!!!!*!!! * !!!!!!! *!*!!!! !!!!!!!!! !!***!!!!*!!*!!!!!!!!

logo AVIVVDLAGKDPQSPLLELMDADEETLQRAERLYTKRRYESDELAEPDELPVP I
VKLVHQLNKCP I LAPAKTLTAENAEQKTIG IDREQQCLAKHNLANLVI

LREQHP
NTDB id 92198 OCV49 RS10030 WP 192853115.1 AVIVVDLAKDPSPLLEMDADELRERLYTKRSELAEDELPVPIKLVQLNKCPILAPAKTLTAENAETIGIDRQQCLKNLALLREHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!!!!!*!!! !!!!*!!* ! !!!!* *!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!! !!!!! !!! *! **! !!

logo E IREKL IVGTLVFYSQEREFYENKQESNSDVDSTHQLYADGFFSPADKRATAMENI IRETTADPENNLAGASLAGIRTFVASDEKR I EKPLLFRYRARHFYPHWTLDTDEATEQLRKR
NTDB id 92198 OCV49 RS10030 WP 192853115.1 EIREKLIGLYSQEREYEKSNDVDTHLYDGFFSPADKTAMNIIRETDPNNLAALGITFSDERIKPLLFRYRARHFPWTLDEAEQLK 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!* **!!!!!* !!!**!! !!!!!!!* !! !!! ! ! !!* !*! ! !! !!!!!!!!!!*!*!! * !! *

logo WAANHCRDEYFYERSNRLEDGYMLNLENLAVHEHEQASDEPKKMAI LKASVYHQYVEKLACS
NTDB id 92198 OCV49 RS10030 WP 192853115.1 WANHCREYYESRLEDYMLNLENLAHEHESDEKKMAILKAVYQYVEKLAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!*!*! !! !!!!!!!! !!! !*!!!!!!! !!*!!!!!!*
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