
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRFYRKQKFKRLQNTLMALAFLAVLS I ITPLVTI
L
I
T

NTDB id 92188 OCV49 RS02785 WP 192852286.1 ................................................MFRFYRKQKFKRLQNTLMLAFLVLSITPVTLI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!!!!!!!!!!!!!!!! !!! !!! !*!*

logo AI
LFFLHQSHSKQDLEQEQQSTSHYLVSVRDNTKQQQI

V
I
VDYLMMQAKQESEQVMGFVRSELANYASGGRFYGL IVNAFQRLDGLVDS IDEAEARESHNAQ

NTDB id 92188 OCV49 RS02785 WP 192852286.1 AIFFLQSHSQDLQEQSTSHLVSVRDTKQQQIVDYLQAQESQVMGFVRSELANASGGRFYGLINAFQRLGLDIDEARSNAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!! !! !!!!*!!!!!! !!!!**!!* ! !! !!!!!!!!!! !!!!!!!!!*!!!!!! * !* !! *!!

logo QRYIQTGSGDQIKTS IVLPEQSSSFYI
VGSERYRLLHKRYHNWASYLQELLKRSDFDDI LLVDIDNGNVAVYS IVFYKRYDDNFYGTNLLVTGKYKQ

NTDB id 92188 OCV49 RS02785 WP 192852286.1 QRYIQGSGDQIKTSILPESSSFIGSERYRLLHKRYHNSYQELLKRSDFDDILLVDINGNVAYSVFKRDDYGTNLVTGKYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!*!! !!!**!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!! !!! !!**! ! *!!!!*!!!!

logo DSTNLGHLTFKQRLAEKQDTVNREKQRKSTNEDFYTPVI
V
I
VSDFKVDQEDNGKQTYAWLGAP I IVQQGYLHSYAMFRLP I

SNAGITKL IADEGLNSKSNSPSNS IM
NTDB id 92188 OCV49 RS02785 WP 192852286.1 DSNLGLTFQRLAKDVREKRKSNEDYTPVIVSDFKDENGKQTAWLGAPIVQQGYLHSYAMFRLPINGITKLIADLNKSSNI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!! !! ! ! !!*!!!*!!!**!!! ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!!!!* * *

logo QTI
LLVGQSDHLRPSRSTLATHSASEQEIAS IVENKLSKLADVVDKLALASGEKRTAVGTFYDTNTDLDGEQAQI IAAYATP I ENLKNYAIHTWALVVELPEKEAFAR I

V
H
RQ

NTDB id 92188 OCV49 RS02785 WP 192852286.1 QTLLVGSDHLPRSLAHSQESINLSLDVVDKALAGETAVGTFDNTLDQAIIAAYTPIELKYATWALVVELPEKEAFARIHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !!*!!! !! *!*! * * ! !!! !! ! !!!!* !! !!!!! !! !! *!!!!!!!!!!!!!!!**!

logo LEKI
LFVFIAVMLTAI IVLVVI

VASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEATMINTERKDE IGRLAVSFERMQRS IREKI
M
L
SL I

NTDB id 92188 OCV49 RS02785 WP 192852286.1 LEKIFVIVMLTAIILVVVASHYLSNFITSPLLKLTWAAEKVSAGDLDETMINTERKDEIGRLAVSFERMQRSIREKMLLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!*!! !!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!* !!

logo KSQNDKELEDSNLKL ITIQRKQNDEELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP IPSAANHQKYQLDI I INSSGQRLA

NTDB id 92188 OCV49 RS02785 WP 192852286.1 KSQNDELEDNLKTIQKQNEELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIPANQKYQLDIIINSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!! !!! !! ! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! *!!!!!!!! !!!!!!



logo TLVDDLLDYHKMRYGASLDIKQKRCSAVDLSASATRSLVLELSHHLLGKNKPTI
LR I INQVPSESDQLPGVLWVSASDPQRLEQVLMYNL IVGNAIKY

NTDB id 92188 OCV49 RS02785 WP 192852286.1 TLVDDLLDYHKMRYGSLDIKKSAVDLSAATSLVLELSHHLLGNKPIRIINQVPSDLGLVSSDPQRLEQVMYNLVGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!! **!!!!! !! !!!!!!!!!!! !**!!!!!!* * !! !!!!!!!!*!!!*!!!!!!

logo TSEGKIV I SASTVYIDDKNI
VRVQVVDTGQGIPAEQYLEHI FEPL IQAGHQDASSNRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPML

V

NTDB id 92188 OCV49 RS02785 WP 192852286.1 TSEGKIVISASVIDDNIRVQVVDTGQGIPAEYLEHIFEPLIQAGQDSSNYRQGAGLGLSISRQLIELMGGSLYVSSQPML 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!* !!! *!!!!!!!!!!!!!! !!!!!!!!!!!!*! ! !!!!!!!!!!!!!!!!!!!*!*!!!!!!!!*

logo GTTFSFTLPLASTEQEE I
L
A
D
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S
A
Y
NE
R
L
S
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E
S
L
Y
P
SHFQAPDELVI

LDNSETLQPQENQSANI
L
P
SEDNEPHNGPLLLVI

VADDEPVNLRVLDSFLKRLEGYRVHRTA
NTDB id 92188 OCV49 RS02785 WP 192852286.1 GTTFSFTLPLATQEELDSYNESGSYSHFQAPDLIDNTQQENSAISEDPNGPLLVIADDEPVNLRVLDSFLKLEGYRVRTA 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA.RLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!* !!* * *!!!!!***! *!*! **! **!!!!**!!!!!!!!!!!!!!!*!!!!!!*!!

logo

C
QDGHPEQTVI

LEAL I EKKREKPELLVLLDIMMPGMSGYQVCEAKLRKQQTYDHAEQLP I IMLTALNQASDEDRVRGFEAGANDYLSKPFNKQEL
NTDB id 92188 OCV49 RS02785 WP 192852286.1 CDGPETIELIEKEKPELLLLDIMMPGMSGYQVCEALRKQYDHAQLPIIMLTALNQAEDRVRGFEAGANDYLSKPFNKQEL 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus *!! *! ! *!!!!!*!!!!!!!!!!!!!!!! !! !!!! !!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!

logo AAR ITVAHLSTASKAELQRR I
LENADQLQKLELKHRAMVEANSLLETQGRRLLEQLESAPEAI ILC I

V
K
REDGNQKRI

VRFANEAAAKRLFRRGTPQE
NTDB id 92188 OCV49 RS02785 WP 192852286.1 AARITAHLSASKAEQRRLENDQLQLELKHRAMVEANLLETQRRLLEQLESAPEAIICIREDQRIRFANEAAAKLFRRGQE 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!*!!!!! !!*!! !!! !!!!!!!!!! !!!!! !!!!!!!!!!!!!*!**! ***!!!!!!!!*!!!! *!

logo QLKRSMNADEE I
L IAPKFYLKNI

VEQAEHYCGDNIDI
VYI

VDDTVRQHRI
L
P
S
A
SDI

VLKRLPEQGSGLDQATMYI FNVGGGSVNASANR IHNNLETAVEALSS
NTDB id 92188 OCV49 RS02785 WP 192852286.1 QLKRSMADEIIAPKYLKVEQAHYCGDIDIYIDDTRQRIPSDILKLPEGSGLDTMYIFNVGGGVNSNRINNLETAVEALSS 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!! !*!*!!!!*! *!! !!!! !!*!*!! !!*** !*!*!! !!!! !!!!!!!! !! !!*!!!!!!!!!!!

logo YAFEGDKDKLQKQLKELGGEFTRLADKASTGEGYKQNSKQDELMRAEVLVEAMTNSAI
L
I
NYWERSVSTGEQSTKFATFAEKQSGLWRVYLDRSTL

NTDB id 92188 OCV49 RS02785 WP 192852286.1 YAFEGDKDKLQQLKELGGEFTRLADKATGEGKNKQELMREVLVEAMTNAIIYWESVTGETKFAFAEKSGLWRVYLDRSTL 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!*!! !!*!!! !!!!!!! !* !!! !*! *!! !!! !!!!!!!!!!!!!



logo QTRTLDKYLRFI ETLPKTPRWRTVLNSS ILDEFYI LEHCKEAQGTPERTHI EML
QRDKLQKLLTSE

NTDB id 92188 OCV49 RS02785 WP 192852286.1 QTRTLDKYLRFETLPKTPRWRTVLSSIEFILEHCKEQTPERTHIEMLRDKLQKLLTS. 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!! !!!!!!!!!!!!! !***!!!!!!! !!!!!!!! !!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


