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NTDB id 92186 OCV49 RS02585 WP 192852301.1 MNNKSKRTNQKGFTLIELMIVVAVIGVLSAIAVPQYQDYVKKSALGAALASVTAYKTNIEDSIAFENEFPAISAAFGIGT 80
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGF 79
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGF 79
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGF 79
NTDB id 1292 VP RS12235 WP 005479693.1 .MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIA.........AA 70
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ......MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGT.GTEDAT 73
NTDB id 1197 PSJM300 03940 AFN76866.1 ....MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTS.TD.... 71
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APDTLPASGAALDGGHSTAIPDTLITKEFLYCTTVFATDEKMAGGNAADGGPSASKVFGINVEKDSNGSAGKS ITKLVITFLQNLTARDQTRNTADAATDNTGGELWKSTCLTASHPSTDNTALQVPDTEAS IKPQEFYI IKNALVPDGTKKGCTSKA

NTDB id 92186 OCV49 RS02585 WP 192852301.1 INSTSAAITT..TGQNTIVA................TVTEG....AGENATVTLTRQNATGEWSCAHNQ.SPINLTGCS. 136
NTDB id 1184 GTF74 RS02335 WP 000649326.1 TRLGTV..ED..MGDGKIVIAPTASGALGGT..IKYTFDAG....VVSSSKI.QLARDANGLWTCSTTVTSEIAPKGCTA 148
NTDB id 1167 A1552VC RS11065 WP 000649326.1 TRLGTV..ED..MGDGKIVIAPTASGALGGT..IKYTFDAG....VVSSSKI.QLARDANGLWTCSTTVTSEIAPKGCTA 148
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 TRLGTV..ED..MGDGKIVIAPTASGALGGT..IKYTFDAG....VVSSSKI.QLARDANGLWTCSTTVTSEIAPKGCTA 148
NTDB id 1292 VP RS12235 WP 005479693.1 ATLAQLGVDVAANDLGAIDSA..L...AGGSPTLTFTFD...ADSSIDGGILTFTRDA.ATGWSCLPTAPAI.AVDGCS. 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KKEVPLGVAADANKLGTIALKPDP...ADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPKGCSK 150
NTDB id 1197 PSJM300 03940 AFN76866.1 ..EGYIGITDS.TSYCDVDLD.TA...ADGHI...ECTAKGGNAGKFDGKTITLNR.TADGEWSCASTLDAKYKPGKCS. 139
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GATIN
NTDB id 92186 OCV49 RS02585 WP 192852301.1 ..... 136
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GATIN 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GATIN 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GATIN 153
NTDB id 1292 VP RS12235 WP 005479693.1 ..... 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ..... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 ..... 139
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