
logo

MVSFQNR
M
A
V
N
S
W
LQEDLDELMVDE IASTEWPLVLPQLLVAVI FLAL ILMVMI

L
VL IQGAFVGTYWLFYI

L
A
K
MPEKLDEQADRE I

L
A
N
Q

L
Q
T

M
L
I
K
H
Q
Q
EEEQTVLKATVATLR IKANKAVAAVLPKQI

L
NTDB id 1406 DSB67 RS13990 WP 010643497.1 ......MVNWQDLEMDEIAEWPLVPQLVAILLMVVLIQGFGYWFYLKPEEARLNTLIHEEQTLKVALRIKANKVAALPQL 74
NTDB id 92130 OCV24 RS01275 WP 060468742.1 MVSFQNRVSLQDLDVDEITEWPLLPQLLVIFALMILIQGVGTWLYIAPLDDELQQMKQQEQTLKTTLRIKANKAAVLPKL 80
NTDB id 1173 A1552VC RS12115 WP 000157690.1 ......MASLQELELDEISEWPLLPQLVVILLIMLLIQGAGYWFYLMPKQDEIALLKQEEETVKATLRIKANKVAVLPQI 74
consensus ****!*!**!!!*!!!!*!!!**!*****!!!! !*!*!* ! ***** ****!*!*! *!!!!!!!*!*!!**

logo QASQLDDELKTESTRYEDFLYLLEQRQLPAVQKELATSMLASVNQELGI
LDSNSKLTFTR IDWGDEQRKQENSEKQHEFLYRLPLNI ELTGSDFYHADIGRDFSAQAIA

NTDB id 1406 DSB67 RS13990 WP 010643497.1 QSQLDELTTRYELLLQQLPAQKELATMLASVNELGIDNKLTFTRIDWGDKESEHFLYRLPLNIELTGDFHDIGRFSQAIA 154
NTDB id 92130 OCV24 RS01275 WP 060468742.1 QSQLDDLTSRYDYLLEQLPVQKELASMLASVNELGLDNKLTFTRIDWGQKQNKEFLYRLPLNIELTGDYHAIGDFSAAIA 160
NTDB id 1173 A1552VC RS12115 WP 000157690.1 QAQLDELKERYDFLLRQLPVQKELASMLASVNQLGLDSSLTFTRIDWGERESQEFLYRLPLNIELTGSYHDIGDFSQAIA 154
consensus !*!!!*!**!!**!! !!!*!!!!!*!!!!!!*!!*!**!!!!!!!!!**** *!!!!!!!!!!!!!**!*!!*!!*!!!
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T
KLPR I INSTFDNQDVDSTWQRVSQESESTLHFRVRANYTYQFKQPELVDSDEKTQ

NTDB id 1406 DSB67 RS13990 WP 010643497.1 TLPRIITFQDVTWQRVSQESETLHFRVRANTYQFKP....... 190
NTDB id 92130 OCV24 RS01275 WP 060468742.1 KLPRIISFNDVSWQRVSQESSTLHFRVRAYTYQFKPELSDETQ 203
NTDB id 1173 A1552VC RS12115 WP 000157690.1 KLPRIINFDDVDWQRVSQESSTLHFRVRAYTYQFKQEVDDEK. 196
consensus *!!!!!*!*!!*!!!!!!!!*!!!!!!!!*!!!!!*** **
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