logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1323 RAOC RS07335 WP 004916218.1
1271 LPP RS03220 WP 011213198.1
1248 GCO85 RS03150 WP 011213198.1
92072 0CU78 RS14395 WP 137375407.1
1397 DSB67 RS15690 WP 005535577.1
1153 A1552VC RS00115 WP 000521788.1
1349 HI 1117 AAC22771.1

1387 A4U84 RS06900 WP 020457569.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1323 RAOC RS07335 WP 004916218.1
1271 LPP RS03220 WP 011213198.1
1248 GCO85 RS03150 WP 011213198.1
92072 0CU78 RS14395 WP 137375407.1
1397 DSB67 RS15690 WP 005535577.1
1153 A1552VC RS00115 WP 000521788.1
1349 HI 1117 AAC22771.1

1387 A4U84 RS06900 WP 020457569.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1323 RAOC RS07335 WP 004916218.1
1271 LPP RS03220 WP 011213198.1
1248 GCO85 RS03150 WP 011213198.1
92072 0CU78 RS14395 WP 137375407.1
1397 DSB67 RS15690 WP 005535577.1
1153 A1552VC RS00115 WP 000521788.1
1349 HI 1117 AAC22771.1

1387 A4U84 RS06900 WP 020457569.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1323 RAOC RS07335 WP 004916218.1
1271 LPP RS03220 WP 011213198.1
1248 GCO85 RS03150 WP 011213198.1
92072 0CU78 RS14395 WP 137375407.1
1397 DSB67 RS15690 WP 005535577.1
1153 A1552VC RS00115 WP 000521788.1
1349 HI 1117 AAC22771.1

1387 A4U84 RS06900 WP 020457569.1

consensus

LRI

SNG PSFT VGLEETE\WVKES DRVRSAI NS F FP[ ITVNL PA LPKGEI§
SNG PRJFT VGLEETEWVKES DRVRSAI NS F FPl§ ITVNL PA LPKpNGEIY
SNG PGFTLVGLPET V E DRVRSAI NSEF FPAKRITVNLAPADLPKEGGR
SNG PGFTLVGLPET VKES DRVRSAI NS FNFPAKRITVNLAPADLPKEGGR
SNG PGFTLVGLPET VKES DRVRSAI NSRF FPAKRITVNLAPADLPKEGGR
SNGSPGFTLVGLPE[§ VKE WDRVRSA N Fj§ PAKRITVNLAPADLPKEGGR|
SHGMPGIMTLVGLPEJl VKE [WDRVRSA N F PA RIT NLAPADLPKEGGR

ook * *k | [ kk DD oxx !k * [ * Pk | Pokok Dokskoskok Dok D1k | Pl Dok s

EDL A Aot AL R Vet LA el e

=14 RAREEGF.G i
FDLPIALGILAAS P AL A ARIKR
FDLPIALGILAAS
FDLPIALGILJAS
FDLPIALGILAAS
FDLPIALGILAAS
FDLPIA GILAAS

(o R el VER BT EMERRRAL s o

. MilvKEY G ST HEGSAQ TEREER)N

N N Fkr DLk D Tk kK | e

Sl PR R LR o 22T Lol
LEE VRS Nﬁﬁﬁ‘i E.éKW,gEééﬁE’%& pE VK EV cUg) 1 RS J\EP

K| ID FNElCPLEPTKVNTREEFHKRVNLFPFDF Il GPPG GKTMLAIAR ] L

R D QGTSIRQSLPPKP. .. .DLLLNNYELDWSIHANK (EaIrHESANM VERVAC(EGlz| SERRL S(¢ A jdESIEVGNIMVAKIHE S T)RR

R D QGTSIBQSLPPKP. .. .DLLLNNYELPWSHELK{eIa[a/HEGAN M VERVAC(¢/GlaISERRL S(¢] AlAeSIe  UNiMy K I E S TIRS

AD (¢ [AENL{e (RN R VARSI ID LD I IGQQ[Y]  KRALINIAAAG HNLLFLGPPGTGKTMLASRL{®LL

GEIHQI¥N YQTPK....KKELKAHGRDL DIIGQQM KRALIMIAAAG HNLLFLGPPGTGKTMLASRL[®MLL

AD ¢ [PENLEY] JORE) AV IRAA AN D LAD T TGQQ[] KRALINIAAAG HNLLFLGPPGTGKTMLASRL{®NLL

N[E 1LY ENNRRANOINYAANIICVONNRD]. DITGQQIsIAKRALWIAAAG HNLLFLGPPGTGKTMLASRLINELL

VN NNRDQLP AQQLSQNIAEN.RPLVSRDL DITGQQIIAKRALMMIAA G HNLLFLGPPGTGKTMLASRLEWI.L

kk Ik kkxkx x I % Pk bk bk sk b D sk DD e D |

Ep ko sl e Ll o E LA Hel

HE) AGKMGAETSLMTIRPFR PHH MSPMALVGGG MPNPGEISLAHNGVLFLDE
ANl INYPFRAPHH I\SIAUYALVGGGIWEP PGEISLAHBIGVLFLDE
AN IRYPFRAPHH P\SIYALVGGGIWEP PGEISLAHBIGVLFLDE
NA:INWKISRPFR PHHSH PGEISLAHNG LFLDE
BNINWKINRPFRAPHHSH PGEISLAHNG LFLDE
NAINWKIBRPFRAPHHSH] PGEISLAHNG LFLDE
(N WK[RPFRAPHHS|A PGEISLAENGVLFLDE
MANNWKISRPFR PHHS)A PGEISLAHNGVLFLDE
1k % % [ *k Ik x kkk * o+ k Pl bbbk Tk PR EET skl

EFEEFTEENEY

158
159
159
159
159
159
159
159

238
235
235
235
235
235
239
238

318
314
314
314
314
314
318
317



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1323 RAOC RS07335 WP 004916218.1
1271 LPP RS03220 WP 011213198.1
1248 GC0O85 RS03150 WP 011213198.1
92072 0CU78 RS14395 WP 137375407.1
1397 DSB67 RS15690 WP 005535577.1
1153 A1552VC RS00115 WP 000521788.1
1349 HI 1117 AAC22771.1

1387 A4U84 RS06900 WP 020457569.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1323 RAOC RS07335 WP 004916218.1
1271 LPP RS03220 WP 011213198.1
1248 GCO85 RS03150 WP 011213198.1
92072 0CU78 RS14395 WP 137375407.1
1397 DSB67 RS15690 WP 005535577.1
1153 A1552VC RS00115 WP 000521788.1
1349 HI 1117 AAC22771.1

1387 A4U84 RS06900 WP 020457569.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1323 RAOC RS07335 WP 004916218.1
1271 LPP RS03220 WP 011213198.1
1248 GCO85 RS03150 WP 011213198.1
92072 0CU78 RS14395 WP 137375407.1
1397 DSB67 RS15690 WP 005535577.1
1153 A1552VC RS00115 WP 000521788.1
1349 HI 1117 AAC22771.1

1387 A4U84 RS06900 WP 020457569.1

consensus

e LS

LREPLESGH|
LREPLESGEI
LREPLESGEI
LREPLESGEI
LR PLESGEI

LR PLESGEI
NN

\. NTBE g SEAVB BVNEVBE QLéR% DLA.S*N

3 QEAY LKAV QEIR Y QDL AT S YRWAQ

FQ V AJENPSPTGMYIRGLY

FQLV A

FQLV AINPSPTGY

* k %k kxkk b lxlxl

* 5 3k % %k % w3k 1l

e AR R PR oL

INGMHLAEALGYRAMDRLLK[NLWNR
INAVHT. AEALGYRAMDRL LKL jw:XRY:QY
ARPIINNY YNNG VDEARRIQIRS AQNV
FQPHLAEALGYRAMMRLLQKLSNM..
[RINXHLAEALGYRAMDRL LRI L{A[EI N
[IE NN | [N E T T Xk ok

Rl

VSRTIADLERET
VSRTIAD NEE]S
VSRTIAD NER]SS
V RTIADLEiCID

V RTIADL|AGKIZ
V . RT I ADL[NG)N:

X non conserved
B similar
>50% conserved

e AL A S oy a0,
ot gl |

Q
ME[EN

NPSPTGMYING QLIRS

* kokk ok

)

GPKEIEHF

K 1 AR RIS KE T ERN CPAL REHD Al
Bk NARLE KEIEQDCKLTDRDAL

* %

510
503
503
507
507
507
509
510

T3 Qs

LSGPLLDRMD)Rs!
LS PLLDRmDM
LS PLLDRMD M8
LSGPLLDRFDMS
LSGPLLDRFDMS
LSGPLLDRFDMS
LSGPIJLDRFD)#S
*xkk kx|

FTUR LT Lk sk

2 AL

LDEVSLLL VA IRHKLMNLSERAYIRILK
(GEINGSE
TCIAMV[EEINGSE QL

KY[®PIRQL CpYAE

L

o LN skl

|

397
394
394
392
392
392
396
395

475
470
470
467
467
467
471
471



