
logo

MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDENAVLEAGYSPNSLARNLRRNESKTIVATIVPDICDP
NTDB id 92069 OCU78 RS13275 WP 137375071.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVENAVLEAGYSPNSLARNLRRNESKTIVTIVPDICDP 72
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVPDICDP 72
NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVPDICDP 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo YFTSE I IRG I EDAAVMEHGYLVLLGDSGQQKRKRENSSFVNLVFTKQADGMLLLGTDHLPFDLVSKPEQKNLPPMVMACEFAPDELELPTVH
NTDB id 92069 OCU78 RS13275 WP 137375071.1 YFTEIIRGIEDAAVEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDHPFDLSKPEQKNLPPMVMACEFAPDLELPTVH 157
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH 157
NTDB id 1290 VP RS01235 WP 254894148.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH 170
consensus !!*!!!!!!!!!!*!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo IDNLTSAFEAVNYLTQLGHKR IGAQI SGPDQTHSTAATVLCQFRHQQGYQQALRRAGI STKMDNPAQTYCGSVTFIVTGEDFSTFDEGAGAQKSAI
VRKQLLEALPEQPPTAI F

NTDB id 92069 OCU78 RS13275 WP 137375071.1 IDNLTSAFEAVNYLTQLGHKRIGQISGPTSATLCQFRQQGYQQALRRAGITMNPAYGTVGDFTFEAGAQSIRQLLALPEPPTAIF 242
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 IDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAKAVRQLLALPEQPTAIF 242
NTDB id 1290 VP RS01235 WP 254894148.1 IDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKAVRKLLELPEPPTAIF 255
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!! *! !!!!!*!!!!!!!!!!!!***! ! ****!*!**!!***!*!!*!!!*!!!!!

logo CHCNDATMAIGAIQEAKKRLGLRVPQDLSVVGFDDIKNQFAQYCDPPLTTI SQPRYE IGRQAMLMMLDEVLLRKGNHDVHQRSAGSRLLETEKL IVVREG
NTDB id 92069 OCU78 RS13275 WP 137375071.1 CHNDAMAIGAIQEAKKLGLRVPQDLSVVGFDDIKFAQYCDPPLTTISQPRYEIGRQAMLMMLDVLKGNDVQAGSRLLETELIVRG 327
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 CHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELLRGHDVRAGSRLLETKLVVRE 327
NTDB id 1290 VP RS01235 WP 254894148.1 CHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELLKGHDVHSGSRLLETKLVVRG 340
consensus !!*!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!*!*!! *!!!!!!!*!*!!*

logo STAAPPQRS IKRAKQ
NTDB id 92069 OCU78 RS13275 WP 137375071.1 STAPPRIQ 335
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 SAAPPSKK 335
NTDB id 1290 VP RS01235 WP 254894148.1 SAAPPQRA 348
consensus !*!!! *
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