
logo MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAMPNKDI LSEKRGIHTLEHLYAGFMRANHLNGASNQVE I IDI SP
NTDB id 92059 OCU78 RS11835 WP 137373368.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAPNKDILSEKGIHTLEHLYAGFMRAHLNGANVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!! !!!! *!!!!!!!!

logo MGCRTGFYMSL IGATPTEQLQVADQASWLAAMEQDVLKVESQENKQIPELNEYQCGTAAMHSLDEEAKADIAKANI
V IASASGIASVNKRNDELA

NTDB id 92059 OCU78 RS11835 WP 137373368.1 MGCRTGFYMSLIGTPTEQLVADSWLAAMEDVLKVESQNKIPELNEYQCGTAAMHSLDEAKDIAKAIISSGIAVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! !!!! !! !!!!! !!!!!!!! !!!!!!!!!!!!!!!!!*!!! !!! *! !! !!*!!!!!

logo LPESMLNQELKI
V
D
H

NTDB id 92059 OCU78 RS11835 WP 137373368.1 LPESMLQELKID 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!!!!!*!!!**

X non conserved

X similar

X ≥ 50% conserved


