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NTDB id 92054 OCU78 RS11560 WP 137373422.1 ................................................MFRFYRKQKFKRLQNTLMLAFLVLSITPVTVI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!!!!!!!!!!!!!!!! !!! !!! !*!*

logo AFLFFLHQSHSAKDLEQEQQSTSHYLVSVRDNTKQQQVI
TDYLMMQAKQESEQVI

MGFVRSELAI
YASGGRFYGLVNAFQRLDGLVDS IDEAEAREHNAQ

NTDB id 92054 OCU78 RS11560 WP 137373422.1 AFFFLQSHSADLQEQSTSHLVSVRDTKQQQVTDYLQAQESQVIGFVRSELAIASGGRFYGLVNAFQRLGLDIDEARENAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus ! !!!*!!! !! !!!!*!!!!!! !!!!! !!* ! !! !*!!!!!!!! !!!!!!!!!!!!!!!! * !* !!!*!!

logo QRYIQTGSGDNQIKTS IVLPEQSSSYVGSERYRLLHKRYHQWAYLELLKRSDFDDI LLVDIDNGNVTVYS IVYKNYDNFYGTNLLTTGKVYKQ
NTDB id 92054 OCU78 RS11560 WP 137373422.1 QRYIQGSGNQIKTSILPESSSYVGSERYRLLHKRYHQAYLELLKRSDFDDILLVDINGNVTYSVYKNDNYGTNLTTGVYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!! !!!!!*!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!! !!*!! !!*!!!! !! !
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NTDB id 92054 OCU78 RS11560 WP 137373422.1 DSNLGKTFTRLNQDVISKRKSNEDYTPIIVSDFELENGKQSAWLGAPIIQQGYLHSYAMFRLPNNGITNLIADLNKSSNM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!! !! ! ! !!*!!!*!!***!!! ! !!! !!!!!!!!!!!!!!!!!!!!!! !*!! !!!* * !
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NTDB id 92054 OCU78 RS11560 WP 137373422.1 HSLLVGSDHLPRSLAHSQESINLSLEVVDKALAGENAVGTFNNALGEPTIAAYTPIKLKYATWALVVELPEKEAFSRIYQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus ***!!! !! *!*! * * ! !!! !! ! !!!!* ! !!* !!!! !! !! *!!!!!!!!!!!!! !* !

logo LEKI
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VASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEAMINMTERKDE IGRLAVSFERMQRS IREKI LSL I
NTDB id 92054 OCU78 RS11560 WP 137373422.1 LEKIFIITMLTAIILVVVASHYLSNFITSPLLKLTWAAEKVSAGDLDEAMINMERKDEIGRLAVSFERMQRSIREKILLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!*!* !!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!

logo KSQNKQELEDSNLKL IV IQRKQNDDELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP IPSAASHQKYQLDI I INSSGQRLAT

NTDB id 92054 OCU78 RS11560 WP 137373422.1 KSQNQELEDNLKVIQKQNDDLQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIPASQKYQLDIIINSGQRLT 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!! !!! !! *! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! *!!!!!!!! !!!!!



logo TLVDDLLDYHKMRYGASLDINQKRCSAVDLSASATRSLVLELSHHLLGKNKPTI
LR I INQVPSENDQLPAVLWVSASDPQRLEQVLMYNL IVGNAIKY

NTDB id 92054 OCU78 RS11560 WP 137373422.1 TLVDDLLDYHKMRYGSLDINKSAVDLSAATSLVLELSHHLLGNKPIRIINQVPNDLALVSSDPQRLEQVMYNLVGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!!***!!!!! !! !!!!!!!!!!! !**!!!!!!* * !! !!!!!!!!*!!!*!!!!!!

logo TSTEGKIV I SASTI
Y IDDKNI

VRVQVVDTGQGIPAEQYLDEHI FEPL IQAGHQDANSRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPTMV
NTDB id 92054 OCU78 RS11560 WP 137373422.1 TTEGKIVISASIIDDNIRVQVVDTGQGIPAEYLDHIFEPLIQAGQDANRYRQGAGLGLSISRQLIELMGGSLYVSSQTMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !*!!!!!!!!* !!! *!!!!!!!!!!!!!! !*!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!*!*!!!!!!*!!
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NTDB id 92054 OCU78 RS11560 WP 137373422.1 GTTFSFTLPLASEEEIAATSPANPFSHFQAPEIIENHQLDACVIDENPDGPLLIIADDEPVNLRVLDSFLKIEGYRVRTA 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA.RLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!!!!!!! ** * *!!!!!!*** * ** * **!!**!!!!**!!!!!!!!!!!!!!!**!!!!!*!!
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LEAL IKKREKPELLVLLDIMMPGMSGYQVCEKTLRKQETFYDHAEQLP I IMLTALNQSTDEDRVRGFDEAVGANDYLSKPFNKQEL
NTDB id 92054 OCU78 RS11560 WP 137373422.1 NDGPETIELIKKEKPELLLLDIMMPGMSGYQVCETLRKEFDHAQLPIIMLTALNQTEDRVRGFDVGANDYLSKPFNKQEL 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus *!! *! !!*!!!!!*!!!!!!!!!!!!!!!! !! *!!! !!!!!!!!!!!**!!!!!!* !!!!!!!!!!!!!!!
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NTDB id 92054 OCU78 RS11560 WP 137373422.1 AARITAHLSASKAEQRRVENDQLQQELKQRALVEANLLETQGRLLEQLESAPEAIICIRDDKHIRFANEAATKLFRRSQE 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!*!!!!! !!*!! !!! !!!*!!*!!! !!!!!!!!!!!!!!!!!!!*!*** **!!!!!!! *!!!!**!
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NTDB id 92054 OCU78 RS11560 WP 137373422.1 QLKRSRADEIIAPKYLNVEQAHYCGDIDIYINDTRQHISTDILKLPQGSGLDSMYIFNVGGGVNSARINNLETAVEALSS 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!! !*!*!!!!*!!*!! !!!! !!*!* ! !!!*! !*!*!!!!!!! !!!!!!!! !! !!!*!!!!!!!!!!!

logo YAFEGDKDKLQKQLKELGGEFTR I
LADKAASGEGYKQNSKQDI

LMRAEVLVEAMTNSASLDNYWERSVSTGEQSKFATFAEKQSGQLWRVYLDRSTL
NTDB id 92054 OCU78 RS11560 WP 137373422.1 YAFEGDKDKLQQLKELGGEFTRIADKAAGEGKNKQDIMREVLVEAMTNSLDYWESVTGESKFAFAEKSQLWRVYLDRSTL 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!!!!!!!!! !!!!!!!!!!*!!!! !! !!!*!! !!!!!!! ! !!! !*! !!! !!! ! !!!!!!!!!!!



logo QTRTLDKYLR I
VETLPKTPRWRTVLNSS ILDEFYI LEHCKNEAQGSPERTHI EAML

QRDKLQKLLTSE
NTDB id 92054 OCU78 RS11560 WP 137373422.1 QTRTLDKYLRVETLPKTPRWRTVLSSIEFILEHCNEQSPERTHIEALRDKLQKLLTS. 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!*!!!!!!!!!!!!! !***!!!!! ! !!!!!!! !!!!!!!!!!*
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