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NTDB id 1184 GTF74 RS02335 WP 000649326.1 ....GTAAGFTRLGTVEDMGDGKIVIAPTASGALGG.TIK..YTF..DAGVVSSSKIQLARD.ANGLWTCSTTVTSEIAP 143
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NTDB id 92008 OCV50 RS11815 WP 261903136.1 .AELGTAANASDLGTI........TSS......LSGALPTLSFEFGANSSLTSSDTITFTRS.TNAGWNCARSGNVPQI. 135
NTDB id 1292 VP RS12235 WP 005479693.1 .AQLGVDVAANDLGAI........DSA......LAGGSPTLTFTFDADSSID.GGILTFTRD.AATGWSCLPTAPAIAV. 135
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ....GFTAATSSVCAT........YSIDAFTETDGAGKIT.CTLKG..NPKIATKIVELTRS.TDGAWTCVSDVPTEFLP 133
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTI........ALKP..DPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIP 145
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