
logo

MQSKTLDNKSKYLLMVEDTASVAALYRSYLTPLDE IDINIVGTGRDAI ES ILGNHRREIPDL I LLDLRLPDMTGMDVLFYAVKEQKSY
NTDB id 91872 OC193 RS10870 WP 017632950.1 MQSKTLDNKSKYLLMVEDTASVAALYRSYLTPLEIDINIVGTGRDAIESLNHRIPDLILLDLRLPDMTGMDVLFAVKQKY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!* *! !!!!!!!!!!!!!!!!!!!*!!! !

logo PDEVP I
V
I
VFMTAHGS IDTAVEAMRHGASQDFL IKPCEADRLR I

VTVNNAIRKASTKLKNDSSVDEHNPGKNQNYQGF IGSSQTMQAQVYRT
NTDB id 91872 OC193 RS10870 WP 017632950.1 PEVPVIFMTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRITVNNAIRKATKLKNSSEHPGNQNYQGFIGSSQTMQQVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVD.NKNQNYQGFIGSSQTMQAVYRT 145
consensus !*!!**!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!*!!!! *** !!!!!!!!!!!!!!! !!!!

logo IDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 91872 OC193 RS10870 WP 017632950.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDELQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 91872 OC193 RS10870 WP 017632950.1 GTLFLDELCEMDLELQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDEDVI E IAYSLLGFYMSKVEEGKADFVRFLASAQEVLVDERFNRQYEWPGNVRQLQNVLRNVVVLNENGKRE ITLDNMLPPPLNQMPI
S
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N
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N

NTDB id 91872 OC193 RS10870 WP 017632950.1 RGEDVIEIAYSLLGYMSVEEGKAFVRFAQEVLDRFNQYEWPGNVRQLQNVLRNVVVLNNGKEITLNMLPPPLNQPIENSL 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!*!!!!!!!!!!!*!! !!!! !!! !!**!! !!!!!!!!!!!!!!!!!!!!!! !*!!!! !!!!!!!!* *

logo RALKPELAKHQESENDKI
V
S
TVHKDE I FPLW I

MTEKQTAI EQAI EKACDGNIPRAAGTFYLDVSPSTIYRKLQTWNAEKQVKEKEKER
NTDB id 91872 OC193 RS10870 WP 017632950.1 R.LKEKQSEDITVKDIFPLWITEKTAIEQAIKACDGNIPRAAGFLDVSPSTIYRKLQTWNAKQ....... 462
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !*!* * **!**!!!!!*!!! !!!!!! !!!!!!!!!! *!!!!!!!!!!!!!!!! ! *******

X non conserved

X similar

X ≥ 50% conserved


