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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 91845 OCV39 RS12845 WP 017051191.1 MASRGVNKVILVGNLGNDPEIRYMPNGSAVANITIATSESWRDKATGEPREKTEWHRVALFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYE.........EGYGQSQEAYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYD.........EGYGQSQEAYQRPAQQSRQPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGG.......NQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 91845 OCV39 RS12845 WP 017051191.1 EGQLQTRKWQDQSGQDRYTTEVVVQGFNGVMQMLGGRGQ.GG.APAQGGQ...QQQGGWGQPQQPQQQAPQQ......QA 149
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQQPAKQHQPM......Q. 152
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 PS..HPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PS..HPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 91845 OCV39 RS12845 WP 017051191.1 PQAQ.QQRAPQQAPQQAQPQYNEPPMDFDDDIPF 182
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ......QSA...PQQYSQPQYNEPPMDFDDDIPF 177
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