
logo

MQQTPETQKSKYLLMVEDTASVAALYRSYLTPLDGIDINIVGTGRDAI ENS ILGNHRRETPDL I LLDLRLPDMTGMDVLFYAVKEQKSSY
NTDB id 91842 OCV39 RS09865 WP 113799964.1 MQQTPETQKSKYLLMVEDTASVAALYRSYLTPLGIDINIVGTGRDAINSLNHRTPDLILLDLRLPDMTGMDVLFAVKQSY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !* *! !!!!!!!!!!!!!!!!!!!*!!!

logo PDVP I
V
I
VFMTAHGS IDTAVEAMRHGASQDFL IKPCEADRLRVTVNNAIRKASTKLKNDESVDENPHKNQNYQGF IGSSQTMQAVYRT

NTDB id 91842 OCV39 RS09865 WP 113799964.1 PDVPVIFMTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRVTVNNAIRKATKLKNESENPHNQNYQGFIGSSQTMQAVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRT 145
consensus !!!!**!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!* *!**!!!!!!!!!!!!!!!!!!!!

logo IDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 91842 OCV39 RS09865 WP 113799964.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 91842 OCV39 RS09865 WP 113799964.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDEDVI E IAYSLLGFMSFKEEGKDGFVRFLASAPEVLVDERFNRQYEWPGNVRQLQNVLRNVVVLNEHGKRE ITLDNMLPPPLNQRMPI
S
A
E
N
P
IN
Q

NTDB id 91842 OCV39 RS09865 WP 113799964.1 RGEDVIEIAYSLLGFMSFEEGKGFVRFAPEVLDRFNQYEWPGNVRQLQNVLRNVVVLNHGKEITLNMLPPPLNRPIEN.Q 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!*!!!!!!!!!!!!!! !!!! !!! *!!**!! !!!!!!!!!!!!!!!!!!!!!!*!*!!!! !!!!!!! * ***

logo

M
R
A
SLEPKLAKHRERENEKI

VSVHQDE I FPLWLMTEKQTAI EQAI EKACDGNIPRAAGTYLDVSPSTI
LYRKLQNTWNENKEVKQEQKSETKER

NTDB id 91842 OCV39 RS09865 WP 113799964.1 MSLEKKRREEISVQDIFPLWLTEKTAIEQAIKACDGNIPRAAGYLDVSPSTLYRKLQNWNNKEQQST... 466
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !* * *!!**!!!!!*!!! !!!!!! !!!!!!!!!! !!!!!!!!*!!!!! !! ! ***

X non conserved

X similar

X ≥ 50% conserved


