
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRFYRKQKFKRLQNTLMAMAFLAVLS I ITPLTI
V
I
T

NTDB id 91832 OCV39 RS02735 WP 261888879.1 ................................................MFRFYRKQKFKRLQNTLMMAFLVLSITPLTVI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!!!!!!!!!!!!!!!! !!! !!! !!!*

logo ALVFFLHQSHSKTDLEQEQQNSTSHYLLVSVRDNTKQQQVIDYLMMQAKQESEVMGFVRSELAYASGGRFYGLVNAFQRLDGMVDS IDEAQARAEHAQ
NTDB id 91832 OCV39 RS02735 WP 261888879.1 AVFFLQSHSTDLQEQNTSHLLSVRDTKQQQVIDYLQAQESEVMGFVRSELAYASGGRFYGLVNAFQRLGMDIDQARAHAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!! !! ! !!*!*!!!! !!!!!!!!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! * !* !! !!!

logo QRYIKTGSGDNQIKTS IVLPEQSSSYVGSERYRLLHKRYHSWAYLELLKRASDFDDI LLVDI
L
D
EGNVAVYS ITYKHYDNFYGTNLLTGHKYKQ

NTDB id 91832 OCV39 RS02735 WP 261888879.1 QRYIKGSGNQIKTSILPESSSYVGSERYRLLHKRYHSAYLELLKRADFDDILLVDLEGNVAYSTYKHDNYGTNLLTGHYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!! !!!!!*!! !!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!**!!! !! !!*!!*!!!!!!!*!

logo DSTNLGHITFKKRLAEDQETVNQESKQRKSTNEDFYTPVI
V
I
MSDFLVI

QEDNGKQVYAWLGAP I IVQQGYLHSYAMF
LRLPSNAGITKL IATDEGINSKSNTPSSM

NTDB id 91832 OCV39 RS02735 WP 261888879.1 DSNLGITFKKLADEVQSKRKSNEDYTPVIMSDFLIENGKQVAWLGAPIVQQGYLHSYAMLRLPSNGITKLITDINKTSSM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!!!*! !* !!*!!!*!!!**!!!* ! !!! !!!!!!!*!!!!!!!!!! !!!!!*!!!!! * *!!

logo QTI
LLVGQSDHLRPSRTLATHSASEQDIADI
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TNATDKGEQS ITIAAYAP IANLKNS ISHTWALVVELPEKNEAFYAR I
V
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NTDB id 91832 OCV39 RS02735 WP 261888879.1 QTLLVGSDHLPRTLAHSQDDINTSLKVVDKALSGITGVGSYINAKGESTIAAYAPIALKSSTWALVVELPENEAYARIQQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !!*!!! !! *!!! * * ! !!! !!!! *!!*! ! !! !!!!!!! !! *!!!!!!!!! !!*!!* !

logo LEKLFVFLAVMLTAI IVLVFVIASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEANMVINTDERKDE IGRLAI
VSFESRMQRS IREKIQSL I

NTDB id 91832 OCV39 RS02735 WP 261888879.1 LEKLFVLVMLTAIILVFIASHYLSNFITSPLLKLTWAAEKVSAGDLDENVINTDRKDEIGRLAISFSRMQRSIREKIQLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!!!!*!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! *!!!*!!!!!!!!!*!! !!!!!!!!!! !!

logo

E
KSQNKELEQSNLKL IL IQRKQNDDELQLANKLKDEFLATTSHELRTPLHGMI

VGIAEAL I SGANGP IPSAAHHQKYQLDI I INSSGQRLA
NTDB id 91832 OCV39 RS02735 WP 261888879.1 ESQNKELEQNLKLIQKQNDDLQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIPAHQKYQLDIIINSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!!!!! !! *! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!**!!!!!!!! !!!!!!



logo TLVDDLLDYHKMRYGASLDIQKRCSAVDI
LSSATRLVLELSHNHLLGKNKPTI
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VLYNL IGNAIKY
NTDB id 91832 OCV39 RS02735 WP 261888879.1 TLVDDLLDYHKMRYGSLDIQKSAVDISSATRLVLELSNHLLGNKPIRIINQITTNVAFVSADPQRLEQILYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!!!**!!!*!!!!!!!!!!!*!!!! !**!!!!!** ** *!!!!!!!!!!*!!!!!!!!!!!

logo TSEGKIV I SANTI
Y
I
VDDKSVRVQVVDTGQGIPAEHQLEHI FEPL IQAGHQDAGSRYRQGAGLGLS I STRQL I ELMGHGATLYVSSQPMV

NTDB id 91832 OCV39 RS02735 WP 261888879.1 TSEGKIVISANIVDDSVRVQVVDTGQGIPAEHLEHIFEPLIQAGQDAGRYRQGAGLGLSITRQLIELMGGALYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!! *!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!*!! !!!!!!!!!!!!*!!!!!!!*! !!!!!!!!!

logo GTTFSFTLP I
LANSEEE IAQSASYNRLMTESLNPHFKQAPDEAVFLDSVEI ELGPEQSSTANLPENESDHGPLL ILVADDEPVNLHRVLDSFLRLEGYRVHRTA

NTDB id 91832 OCV39 RS02735 WP 261888879.1 GTTFSFTLPIANEEEIASSYNMTSLNHFKAPDAFDVIEGESTALPENSDGPLLIVADDEPVNLHVLDSFLRLEGYRVRTA 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA.RLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!*! !!!!! * *! !*!! !!* ! *! * !!!! *!!!!*!!!!!!!!!*!!!!!!!!!!!!!*!!

logo

N
QDGHPEQTVI

LEAL IKQREKPELLVLLDI
VMMPGMSGYQVCEKLREQETYDHAELP I ILMLTALNQSTDEDR I

VRGFEQAGANDYLSKPFNKQEL
NTDB id 91832 OCV39 RS02735 WP 261888879.1 NDGPETIELIKQEKPELLLLDVMMPGMSGYQVCEKLREEYDHAELPILMLTALNQTEDRIRGFQAGANDYLSKPFNKQEL 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus *!! *! !! !!!!!*!!!*!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!**!!*!!! !!!!!!!!!!!!!!!!

logo AAR I IVAHLTASKAELRR I ENADQLQKLELKHRAMVEANSLLETQGRLLEQLESAPEAI ILC I
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NTDB id 91832 OCV39 RS02735 WP 261888879.1 AARIIAHLTASKAELRRIENDQLQLELKHRAMVEANLLETQGRLLEQLESAPEAIICIRDDMRIRFANDAASKLFRRSQE 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!!*!!!!!!!!!!!!!!! !!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!*** **!!!!*!! *!!!!**!

logo QLKRSMNADEE I
L IAPKFYLNI

V
E
TQEHYCGDNI

VDI
VYVDEDI

VRQHI
LSATDI

VLKRLAPKQGSGLHQAMYI FNI
VGGGSVNAAR IHNNLETAVEALSS

NTDB id 91832 OCV39 RS02735 WP 261888879.1 QLKRSMADEIIAPKYLNVTQEHYCGDVDIYVEDIRQHISTDILKLAKGSGLHAMYIFNIGGGVNAARINNLETAVEALSS 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!! !*!*!!!!*!!* !!!!!! *!*!!*!*!!!*! !*!*!* !!!!*!!!!!!*!! !!!!!!*!!!!!!!!!!!

logo YAFEGDKDNKLQKQLKELGGEFTRLADKASVGEGYMQNSKQDLMRAE I
VLVDEAMTNSALDNYWERVSTDGQSKFATFAEQSGLWRVYLDRSTL

NTDB id 91832 OCV39 RS02735 WP 261888879.1 YAFEGDKNKLQQLKELGGEFTRLADKAVGEGMNKQDLMREILVDAMTNALDYWERVTDQSKFAFAEQSGLWRVYLDRSTL 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!!!!! !!! !!!!!!!!!!!!!!! !! !!!!!! *!!*!!! !! !!!!!* !!!! !!!!!!!!!!!!!!!!!



logo QTRTLDKYLR I
VETLPKTPRWRTVLNSS ILDEFYI LEHCKEAQGSPERATHI EMVLQRDKLQKLLTSE

NTDB id 91832 OCV39 RS02735 WP 261888879.1 QTRTLDKYLRVETLPKTPRWRTVLSSIEFILEHCKEQSPERAHIEVLRDKLQKLLTS. 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!*!!!!!!!!!!!!! !***!!!!!!! !!! !!!* !!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


