
logo MPLLDSFTVDHTRMNAPAVRVAKKTMQTPKGDTITVFDLRFTAMPNKDI LSERGIHTLEHLYAGFMRANHLNDGESQS IVE I IDI SP
NTDB id 91826 OCV39 RS02465 WP 261888858.1 MPLLDSFTVDHTRMNAPAVRVAKKMQTPKGDTITVFDLRFTAPNKDILSERGIHTLEHLYAGFMRAHLNDESIEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!! !!! *!!!!!!!

logo MGCRTGFYMCSL IGATPSTEEQQVAQTAWLAAMKQDVLKVESQENKQIPELNEYQCGTAASMHSLEEQAKQADIAKQANI
V IADAGI ESVNKRNDELA

NTDB id 91826 OCV39 RS02465 WP 261888858.1 MGCRTGFYMCLIGTPSEEQVATAWLAAMKDVLKVESQNKIPELNEYQCGTASMHSLEQAQDIAQAIIDAGIEVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!*!!! !*! !!! !!!!!! !!!!!!!! !!!!!!!!!!!! !!!!! ! !! *! !!! !!*!!!!!

logo LPESMLNQELKI
V
D
H

NTDB id 91826 OCV39 RS02465 WP 261888858.1 LPESMLQELKID 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!!!!!*!!!**

X non conserved

X similar

X ≥ 50% conserved


