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NTDB id 1172 A1552VC RS12120 WP 000902745.1 ......MLHKVNLLPWRDARREAHKRRFLGLVTLGVLLAVLMQFAAGEYLGGQMALQQERIGYLQQHIFSLDQQIAKLKI 74
NTDB id 91815 OCV39 RS01175 WP 261888789.1 MLDSSHALHRVNLLPWREAKRAQHRRRFFGLVILSFLLAVGIQWGGGLYFSDQKSQQQARLTYLKQYIAQLDSKIDALDV 80
NTDB id 1405 DSB67 RS13995 WP 010643496.1 ......MLYHINLLAWRENQREEHRRRFIGLILLGAIAALGVQWGIGKYYQYQQDQQQQRLDYLAHYISQLDTRIEAMKI 74
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NTDB id 1172 A1552VC RS12120 WP 000902745.1 AEEEHKALLTRLTVVEQLQQKRNKTTEFMNQMPNLIPEGVYVDKIKMNGHQIEITGISDSTARLATMLDNLEKSDKLTDV 154
NTDB id 91815 OCV39 RS01175 WP 261888789.1 VKQEHDSIMTRLDMVEKLQRGRNKTTEFMNLIAQLIPEGVYVDKIKMNGQDLELSGISDSTARLATMLDNLERSSLLVDV 160
NTDB id 1405 DSB67 RS13995 WP 010643496.1 AEQEHSKILERLKTVEGLQNGRNKTTEFMNLMPSVIPEGVYVDKIKMNDYEIEISGISDSTSRLATMLDNMERSAKLLDV 154
consensus ***!! ***!! *!! !!**!!!!!!!!!*****!!!!!!!!!!!!!* **!**!!!!!!*!!!!!!!!*!*! *!*!!

logo

D
EMHES IVHLSGNKAKRFGI

K
D
E
QFQSTFNKVSFMQTI

F
K
L
N

D
L
T

A
P
S

A
E
S

E
I
S

N
K
G
K
P

E
G
K
T
E
Q
H
T
D
G
ELVASQAK

Q
A
LGGASHGNG

NTDB id 1172 A1552VC RS12120 WP 000902745.1 EMHEIVSGNKRFGKQFQSFKVSFQILTPASNP............QAGGAHNG 194
NTDB id 91815 OCV39 RS01175 WP 261888789.1 EMHSIVLGKKRFGIDFQTFNVSFTFNLSEEKKETETDELVASQAKLGGSHG. 211
NTDB id 1405 DSB67 RS13995 WP 010643496.1 DMHSIVHGKARFGKEFQTFKVSFMFKDASIKGGKQHG............... 191
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X non conserved

X similar

X ≥ 50% conserved


