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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 91814 OCV39 RS01170 WP 261888788.1 MGKSLITGIDIGHHSIKAVVLKSMGGRYALMSYQELPITDGIVADNHTLNYQKIVKKLNELRKGLPLFSRQVAISIPDNA 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
consensus !*!*!*!!!!!!!*!*!!*!!!**! *!!!**! !******!***!*!***!*!!!*!*!**!*!!*****!!!**!!*!

logo VI SKKVLQI EDQSDENLQEDEQSREKLEFALVVYQAFSQHQSPFP I
VEEVLSLDFVIKLVTDDETDKEHSLQRLMKVGTLPAS IDSASRTPRTSPHASTASHRARSGSMNTDTTS

NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQM..........................RGNDS 134
NTDB id 91814 OCV39 RS01170 WP 261888788.1 VISKVLQIDSELQDRELEFALYQAFSQQSPFPIEEVSLDFIKLDDKHRLKVGTLPASIDSASRTPRTSPHASTSHASMTS 160
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSL.........................ARSSTTT 135
consensus !!!!*!!!***!***!*!!!**!!!!*!!!!!*!!*!!!!*!**** * * **
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SSFLTCLMSDFI FPTPEEGQGKEMSLPFYHKEDFIVAPCLY
NTDB id 1404 DSB67 RS14000 WP 010643494.1 YQVFATRKDVVETRVEALQKSGLKPVLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPC 214
NTDB id 91814 OCV39 RS01170 WP 261888788.1 YQVYATRKEVVASRAEVVLKAGMTPYVVDVQAHSLLQVWQLLAHQHPDKKNWMLVDVGLTQISLCSIPEGKSPFHKDIAY 240
NTDB id 1171 A1552VC RS12125 WP 000520444.1 FQVYATKKDVVDSRLHAVKKAGFEPVLMDVQVHSLLHLWQLASR.AYRRPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPL 214
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 GSRTTGSLFQQDPLV..DDAQVATEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECEL 292
NTDB id 91814 OCV39 RS01170 WP 261888788.1 GTRHAKSLDDNP..SLDAASDHNVDRFFQEVFERIRRQLQLYASVNNQKTVEGIWLSGGGANIPMLSEHLSRELSLDCEI 318
NTDB id 1171 A1552VC RS12125 WP 000520444.1 GTRQLESEPSAVNSLNHPLLHDPTQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEV 294
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logo LNLPLFGSLFKEDMNNKTVASKRKVRLPRALRVADGSWQHRVYFTSATAAGLALVSRGLIAQWMLGEAGSADENHAVARVQSH
NTDB id 1404 DSB67 RS14000 WP 010643494.1 LNPLGLFEMKVSKRKRRAADWQHFTAAAGLAVRGIQWLGGDNAVSH 338
NTDB id 91814 OCV39 RS01170 WP 261888788.1 LNLFSLFEDKTSKRKVLRADSQVYSTAAGLAVSGIQWMEAAHVRQ. 363
NTDB id 1171 A1552VC RS12125 WP 000520444.1 LNPFSLFKNNVAKRKRPLVDGQRFSTAAGLALRGLAWLESEHVA.. 338
consensus !!***!!* ***!!!* *! ! ***!!!!!**!**!******
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