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NTDB id 1398 DSB67 RS00645 WP 029388870.1 ..................................................MLSHQWQNIMHRVLSSQCGLCRFPIPHRQT 30
NTDB id 91811 OCV39 RS00570 WP 261888712.1 ..................................................MLSHWREKTTLLNRLSQCHLCGLNIENRLV 30
NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDTNSP 80
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NTDB id 1398 DSB67 RS00645 WP 029388870.1 PNLMRWCDSCFDHLTPIERCMRCGLKMTEEESQAATECGECLKEPPPWRRLYTLGDYDFPLSQQVQRFKDHGEVWHVGAL 110
NTDB id 91811 OCV39 RS00570 WP 261888712.1 ..TDMWCQHCYQYFQSQPRCLRCGIPTLT....TVDQCGNCLSNPPLWHRLYCVNDYTFPTSGYVHQFKYQKKYWFAKNL 104
NTDB id 1154 A1552VC RS20525 WP 001884047.1 ..F.GVCSACQAWLEHGYRCARCGLPTLT....PVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAVHQLKYQRQFWQAPRL 153
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LLAHKREHYLAHKNHMQSLDNPNSVEIRHYDELHKNKQALVFAIKRRTVKRANSVTQPAHSQRQGNLKSKEASQREIQHQVNLHQRDGQAFAQV
NTDB id 1398 DSB67 RS00645 WP 029388870.1 TQLLAERVEQPAPVITSVPVHWQRLLKRGFNQSHILAKHLAHHLD.VRYENKVFKRVKNVQSQRGNKKASREQNLQGAFA 189
NTDB id 91811 OCV39 RS00570 WP 261888712.1 ARLLANNIDQPAPIITGVPLHWQRYIRRGFNQSELLAHYLAKQSPNSIHLKQAFIRTRSTPAQQGLSKEQRQVNLHQAFQ 184
NTDB id 1154 A1552VC RS20525 WP 001884047.1 AKLLATQINEPAPLLCSVPLHWRRRWQRGFNQSDLLARELANMLN.VEYDHQLFARRRATPHQQGLSKAQRIHNLRDAFV 232
consensus **!!! ****!!!****!!*!!*! **!!!!!!**!!* !! * * ** **! ! * ** !*!**!**! !! !!

logo LNRSGHREIPVPDKNAFQPSHVAIVDDVVTTGCSTI
VRQHLCDHKLLLDEVGVQERS IDIYCVICRTPAEPAGKDSLSHG

NTDB id 1398 DSB67 RS00645 WP 029388870.1 LRGEVDFSHVAIVDDVVTTGSTVRQLCHLLLEVGVESIDIYCICRTPAPGSL.. 241
NTDB id 91811 OCV39 RS00570 WP 261888712.1 LSRIPKASHVAIVDDVVTTGCTVRHLCKLLLEVGVERIDIYCVCRTPEPAS... 235
NTDB id 1154 A1552VC RS20525 WP 001884047.1 LNHPPNQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286
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