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NTDB id 1402 DSB67 RS12670 WP 010643257.1 70
NTDB id 91741 0CV52 RS12980 WP 137409079.1 NSS 72
NTDB id 1169 A1552VC RS11075 WP 000648511.1 NSN 71
NTDB id 1112 NGFG RS09215 WP 003689811.1 .. RHSASDKL 73
NTDB id 1113 AAA85695.1 219..1451( ) .. RHEJASDIAL 73
NTDB id 1252 GC085 RS07730 WP 011213805.1 .. NKA[@QIN. LATENSADISRYCA[eNV T NG VISMRKPEEDR . KN 70
NTDB id 1198 PSJM300 03950 AFN76868.1 .. INIKNSVIAT DRQ[EAJS. 69
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . INQMMP TI3A DRK[EV]Y. 72
NTDB id 1016 ACIAD RS01680 WP 004920476.1 TQVMPVZA DRKGIK. 72
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM P 150
NTDB id 91741 0CV52 RS12980 WP 137409079.1 IFITRQLATM S 152
NTDB id 1169 A1552VC RS11075 WP 000648511.1 IRITRQLATM S 151
NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM S 153
NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM S 153
NTDB id 1252 GC085 RS07730 WP 011213805.1 F RQLATM 150
NTDB id 1198 PSJM300 03950 AFN76868.1 FTRQ ATM 149
NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM |JAGVPLVQ F 152
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FTRQLATM JJAGVPLVQAF IVA GI®XNPEM 152
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 I3 RLATY EKSE[ML FEXKVINKALY PRIV INCEGADLPAFTQNIV A TRINEGPFEG 230
NTDB id 91741 0CV52 RS12980 WP 137409079.1 I3 RLATY EKSE[RLKSKVIKALY PLSIV MFGADLPYF T QN V l 232
NTDB id 1169 A1552VC RS11075 WP 000648511.1 FEAWNNERNNEINQIRRAIQYIIWGNST LS M IQGEGA LPIFTQEV 231
NTDB id 1112 NGFG RS09215 WP 003689811.1 I T 233
NTDB id 1113 AAA85695.1 219..1451( ) I T FSWUIGA LPAMTQuYV 233
NTDB id 1252 GC0O85 RS07730 WP 011213805.1 ATYKEKHEMN KIMK KKALpyY Pty IQEE GADLP ANITI#NV 230
NTDB id 1198 PSJM300 03950 AFN76868.1 INUEFGA LPAF TRV 229
NTDB id 1059 ABD1 RS01610 WP 000279215.1 232
NTDB id 1016 ACIAD RS01680 WP 004920476.1 232
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 310
NTDB id 91741 0CV52 RS12980 WP 137409079.1 JI\AKA TA FSRTL T F G P 312
NTDB id 1169 A1552VC RS11075 WP 000648511.1 I\KA TA FSRTLAT FAAG P 311
NTDB id 1112 NGFG RS09215 WP 003689811.1 LR PIIRGD RK TAR [RTWATMFAAGVPL 313
NTDB id 1113 AAA85695.1 219..1451( ) LR PIIRGD RK TAR [RTWATMFAAGVPL 313
NTDB id 1252 GC085 RS07730 WP 011213805.1 €A Go] EF)NEN 1 SIBIFLYAMN DR L P Gg |JdKAJATARF |RTL l FAAG PL 310
NTDB id 1198 PSJM300 03950 AFN76868.1 A A IDKQAHTRIRBIE IMMRDRL 'L« ‘P " 'GD ' ' MK ARF RTL T FAAGVPL 309
NTDB id 1059 ABD1 RS01610 WP 000279215.1 A G A 0L EARKIEIK D G} LL PIGD MKANIAR SRTLAT FAAGVPL 312
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MKANIAR SRTLAT FAAGVPL 312
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 PNIY IESUIHCHVIRIEL
NTDB id 91741 0CV52 RS12980 WP 137409079.1 PIUY TESUBINENN AJRSE N
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( ) YEBEVDNA VL
NTDB id 1252 GC085 RS07730 WP 011213805.1 YEJQEV NAVDEL
NTDB id 1198 PSJM300 03950 AFN76868.1 YEBJEVDNEVD{¢L
NTDB id 1059 ABD1 RS01610 WP 000279215.1 YERNEVDNAVD{¢L
NTDB id 1016 ACIAD RS01680 WP 004920476.1
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 LVINAMYLPIFNLJUSV B 407
NTDB id 91741 0CV52 RS12980 WP 137409079.1 LVVAMYLPIFNLEISV B 409
NTDB id 1169 A1552VC RS11075 WP 000648511.1 |RAWSINERESIIEMEAARE . 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 L VAMYLP FNLGRIVV B 410
NTDB id 1113 AAA85695.1 219..1451( ) L VAMYLP FNLGIYvVv 410
NTDB id 1252 GC085 RS07730 WP 011213805.1 LVVAMYLPIFILGSAVER 406
NTDB id 1198 PSJM300 03950 AFN76868.1 L AMYLPIF .. 405
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LV AMYLPIF .. 408
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LV AMYLPIF .. 408
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