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NTDB id 91697 OCV19 RS02885 WP 065676704.1 AIFFLQSHSQDLQEQSTSHLVSVRDTKQQQIVDYLQAQESQVMGFVRSELANASGGRFYGLINAFQRLGLDIDEARGNAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!! !! !!!!*!!!!!! !!!!**!!* ! !! !!!!!!!!!! !!!!!!!!!*!!!!!! * !* !! *!!

logo QRYIQTGSGDQIKTS IVLPEQSSSFYI
VGSERYRLLHKRYHNWAYLELLKRSDFDDI LLVDIDNGNVAVYS IVFYKNYDDNFYGTNLLTGKYKQ

NTDB id 91697 OCV19 RS02885 WP 065676704.1 QRYIQGSGDQIKTSILPESSSFIGSERYRLLHKRYHNAYLELLKRSDFDDILLVDINGNVAYSVFKNDDYGTNLLTGKYK 192
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NTDB id 91697 OCV19 RS02885 WP 065676704.1 DSNLGITFQRLAKDVTDRRKSNEDYTPVIVSDFKDENGKQTAWLGAPIVQQGYLHSYAMFRLPINGITKLIADLNKSSNI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!! !! ! * !!*!!!*!!!**!!! ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!!!!* * *
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NTDB id 91697 OCV19 RS02885 WP 065676704.1 QTLLVGDDHLPRSLAHSQESINLSLDVVDKALAGETAVGTFDNTLDQAIIAAYTPIELKYATWALVVELPEKEAFARIHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
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logo KSQNDKELEDSNLKL ITIQRKQNDEELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP IPSAANHQKYQLDI I INSSGQRLA

NTDB id 91697 OCV19 RS02885 WP 065676704.1 KSQNDELEDNLKTIQKQNEELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIPANQKYQLDIIINSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
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NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
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NTDB id 91697 OCV19 RS02885 WP 065676704.1 GTTFSFTLPLATQDELDSYNESGHYSHFQAPDLIDNSQQENSVISENPDGPLLVIADDEPVNLRVLDSFLKLEGYRVRTA 752
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LEAL I EKKREKPELLVLLDIMMPGMSGYQVCEAKLRKQQTYDHAEQLP I IMLTALNQASDEDRVRGFEAGANDYLSKPFNKQEL
NTDB id 91697 OCV19 RS02885 WP 065676704.1 CDGPETIELIEKEKPELLLLDIMMPGMSGYQVCEALRKQYDHAQLPIIMLTALNQAEDRVRGFEAGANDYLSKPFNKQEL 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus *!! *! ! *!!!!!*!!!!!!!!!!!!!!!! !! !!!! !!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!*!!!!! !!*!! !!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!*** ***!!!!!!!!*!!!! *!
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NTDB id 91697 OCV19 RS02885 WP 065676704.1 QLKRSMADEIIAPKYLKVEQAHYCGDIDIYIDDTRQRIPSDILKLPEGSGLDTMYIFNVGGGVNSNRINNLETAVEALSS 992
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NTDB id 91697 OCV19 RS02885 WP 065676704.1 YAFEGDKDKLQQLKELGGEFTRLADKATGEGKNKQELMREVLVDAMTNAIIYWESVTGETKFAFAEKSGLWRVYLDRSTL 1072
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consensus !!!!!!!!!!! !!!!!!!!!!!!!!!*!! !!*!!! !!!*!!! !* !!! !*! *!! !!! !!!!!!!!!!!!!



logo QTRTLDKYLR I
VETLPKTPRWRTVLNSS ILDEFYI LEHCKEAQGTPERTHI EML

QRDKLQKLLTSE
NTDB id 91697 OCV19 RS02885 WP 065676704.1 QTRTLDKYLRVETLPKTPRWRTVLSSIEFILEHCKEQTPERTHIEMLRDKLQKLLTS. 1129
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consensus !!!!!!!!!!*!!!!!!!!!!!!! !***!!!!!!! !!!!!!!! !!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


