
logo MQSLQDEHNQPTFYFFFDYETWGVNSPAKDRPSQFAGVRTDMQDFNI IGEPLVIYCQLPPANDYLPAPEAAL ITGR ITPQKALNSQGLAPEPEF IAKR
NTDB id 91597 OCU36 RS07485 WP 261837433.1 MSLDNQPTYFFFDYETWGVSPAKDRPSQFAGVRTDQDFNIIGEPLVIYCQPPADYLPAPEAALITRITPQKALSQGLPEPEFIAK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus ! **!!!*!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*! !!!!!!!!!!!! !!!!!! !!!!*!!!!!!*

logo IHAELASKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACVHALRPEGI EVWPENDEDGFYPTSFKLEDHLSKVA

NTDB id 91597 OCU36 RS07485 WP 261837433.1 IHAELAKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRAVHALRPEGIVWPENEDGYPSFKLEDLSKA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!*!!!!!!!! !!!!*!!**!!!!!*!! !

logo NDGI EHESNAHDAMADVIATI ELAKKLVKAAQPKLMFDYFLFYNTMRHKRKLNTEL IVDIVNMQTPLMHVSGMF
LGRDECRHYTSWI

VVP I
MAWHPTNQN

NTDB id 91597 OCU36 RS07485 WP 261837433.1 NDIEHENAHDAMADVIATIELAKKLKAAQPKMFDYLYNMRHKRKLNELVDIVNMTPLMHVSGMFGRDCHYTSWVVPMAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus ! !!! !!!!!!!!!!!!!!!!!!*!!!!!!*!!! * !!!!!!! !!*!!!! !!!!!!!!! !!**!!!!!*!!*!!!!!!!!

logo AVIVVDLAGKDPQSPLLELDASDEATLQRAERLYTKRRYESDELASEPDNELPVP I
VKLVHLNKCP I LAPAKTLTAENAAQKTIG IDREQQCLANHNLANLVI

LREQHP
NTDB id 91597 OCU36 RS07485 WP 261837433.1 AVIVVDLAKDPSPLLELDSDALRERLYTKRSELSENELPVPIKLVHLNKCPILAPAKTLTAENAATIGIDRQQCLNNLALLREHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!!!!!*!!! !!!!!! * ! !!!!* *! * !!!!!*!!!!!!!!!!!!!!!!!!!!!! !!!!! !!! *! **! !!

logo E IREKL IVGTLVFYSQEREVFYENKQESDSDVDSTHQLYADGFFSPADKRATAMENI IRETTADPENNLGSASLADIRTFVAGDEKR I EKPLLFRYRARHFYPHWTLDTDEQTEQLRKR
NTDB id 91597 OCU36 RS07485 WP 261837433.1 EIREKLIGLYSQERVYEKSDDVDTHLYDGFFSPADKTAMNIIRETDPNNLSALDITFGDERIKPLLFRYRARHFPWTLDEQEQLK 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!* **!!!! * !!!**!! !!!!!!!* !! !!! ! ! !! ! ! *! !! !!!!!!!!!!*!*!! * !! *

logo WAANHCRDEFYFYERSNRLEEGYMLNLENLAVHEHEQASDEPKKMAI LKASVYHQYVEKNLACS
NTDB id 91597 OCU36 RS07485 WP 261837433.1 WANHCREFYESRLEEYMLNLENLAHEHESDEKKMAILKAVYQYVENLAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!***! !! !!!!!!!! !!! !*!!!!!!! !!*!!! !!*
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