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NTDB id 91580 Sj15T RS15290 WP 007686985.1 .MAGSVNKVILVGNLGADPEVKSFQNGGKVCNLRIATSESWKDRMSGERKERTEWHSVAIFSEGLAGVAERFLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
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NTDB id 91580 Sj15T RS15290 WP 007686985.1 LEGQLRTRKWQDQSGNDRYTTEVVLQGPGAVLTMLDGAPGGGGQGGGGRSQGGGDWSGGSS..GFGGGDYDDF..GGGGF 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ....GGM...NVPAQ....QGSWGQPQQPAKQH 148
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGN....QGSGWNQAPAQTNYNQGGYSDNYAQNNNF 149
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NTDB id 91580 Sj15T RS15290 WP 007686985.1 GGGSG.RSSGGGRGSAGGPNFDNDLDDEVPF 185
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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