
logo MF
L
INQRVMVLTVGRLATRKDVPEIDLRYTPSASNGKAAVGAHVTVFSTMLAVNRQSTFKTNAQNQSGDNE I

READYFVINCTVAILTWRNRKSTQAENFTVALNYFCTLQKKGSLAVGVSDGR I
LQTRNSYDENEQ

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSYENE 85
NTDB id 91498 L6430 RS21220 WP 095345962.1 MINRVVLTGRLAKDPILRYTPNGKAVAVFTLAVNRTFTNQQGNREADFINCVAWRNQAENVANFLKKGSLAGVDGRLQTRSYDNQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
consensus !*!*!*!*!!!**!**!!!!**!*!!*****!!!!*!*! *!**!!!**!!**!!**!!!*!****!!!! !!*!!*!!! !*!*

logo

E
QGVQNRVFYVTEVLVQVADENRSTFVRSQLFMLDESPRKGNPTGNRTETGAEGKAGQSAGRSDGQSGDGGASQNFQYNESVGNPDNQSGNGGQYFGGGQSNQDQNSGPSLFTGGSENPQNQSDNTFGQRNALRNPRAQSAGSFNSNDFTNQSADDPFANDNGQKAPS IDI

NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNG.......SQQSGFTSPQQTGNAPAANNTQADPFANNGQAIDI 163
NTDB id 112 BSU 36310 NP 391512.2 EGVNVYVTEVLADTVRFMDPKPREKAAD......................................................... 113
NTDB id 91498 L6430 RS21220 WP 095345962.1 EGQRVFVTEVQAERVQFLEPKGNGAGSGGG.....QNVPD..............SLGSEQSDFNLRSSFNDSDDPFANNGKSIDI 151
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGSGG.....YNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFANDGKPIDI 165
consensus !**!*!!!!*********** **** ** ** ** * * *** ** * *** ********** ***

logo SDDDLPF
NTDB id 624 LCA RS00040 WP 011373726.1 SDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ....... 113
NTDB id 91498 L6430 RS21220 WP 095345962.1 SDDDLPF 158
NTDB id 113 BSU 40900 NP 391970.1 SDDDLPF 172
consensus *******

X non conserved
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X ≥ 50% conserved


