
logo MDDHANHYTKDELKQPTVENLSKAI
VYTVNRHAKTAPTNPKYLYLLKKKRALQKLLVKNEGKGKKI

VGLHFSKNPRFSQQQSDVL I S ILGDYFYFHM
NTDB id 91478 L6430 RS14935 WP 020451191.1 MDDHNHTKELKPTVENLSKAIYTVNRHAKTATNPKYLYLLKKKALQKLLNEGKGKKVGLHFSKNPRFSQQQSDVLISLGDYFFHM 85
NTDB id 88 BSU 14020 NP 389285.1 MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIGDYYFHM 85
consensus !!!! *!!*! !!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!* !!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!

logo PPTKEDFAEHSLPHLGTLNHQSYRNPKAHQMSLNTI
KAKHQLLQENYTVGI

MKEKPLVPTNRKQQRPAYHSKPVFKKLGESYF
NTDB id 91478 L6430 RS14935 WP 020451191.1 PPTKEDFASLPHLGTLNHSYRNPKAHMSLNIAKQLLQNYTGIKEKPLVTNRKRPA.SKPVFKKLGESYF 153
NTDB id 88 BSU 14020 NP 389285.1 PPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF 154
consensus !!!!!!! *!!!!!!!!*!!!!!!!*!!! !!*!!! ! !*!!!!!!*!! !!**!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


