
logo MKRKRI
LLV IDDHPAVMEGTKATI LETDNQSDNFLSVVDCLSPEAPSEQF ILKKQHDFSASYDL I LMDLNLGGE I

VNGMDELSKKQI LEQETCNPSHSCKI IVYTG
NTDB id 91402 L6450 RS12880 WP 003184849.1 MRRLLVIDDHPAVMEGTKAILETNQDFVVDCLSPEASEQFLKKHDFSAYDLILMDLNLG.EINGMDLSKKILETCSSCKIIVYTG 84
NTDB id 90 BSU 31680 NP 391046.1 MKKILVIDDHPAVMEGTKTILETDSNLSVDCLSPEPSEQFIKQHDFSSYDLILMDLNLGGEVNGMELSKQILQENPHCKIIVYTG 85
consensus !***!!!!!!!!!!!!!! !!!! !!!!!!!*!!!!*! !!!! !!!!!!!!!!!*!*!!!*!!! !! ***!!!!!!!!

logo YEVEDYFEEAIRASGLMHGAI SKTESKEKI ITEQYIYHQVLDNGNEKI LVVDFYADYFKQL IMTQQKSTKPSANPSQSQKTEQHQDLVLTEPRECL I LKQEVEKGFYT
NTDB id 91402 L6450 RS12880 WP 003184849.1 YEVEDYFEEAIRSGMHGAISKTESKEKIIEYIYQVLDNKIVVDYDYFKQLITQQKSKSN.SQQTQHDLLTERECLILKEVEKGYT 168
NTDB id 90 BSU 31680 NP 391046.1 YEVEDYFEEAIRAGLHGAISKTESKEKITQYIYHVLNGEILVDFAYFKQLMTQQKTKPAPSSQKEQDVLTPRECLILQEVEKGFT 170
consensus !!!!!!!!!!!! !*!!!!!!!!!!!!! !!!*!! !*!!* !!!!!*!!!!*!* *! ! *!*!!*!!!!!! !!!!!*!

logo NQE IADALHLSKRS I EYSLTS IVFNSKLNVGSRTEAVL IAKSDEGVL
NTDB id 91402 L6450 RS12880 WP 003184849.1 NQEIADALHLSKRSIEYSLTSVFSKLNVGSRTEAVLIAKSEGVL 212
NTDB id 90 BSU 31680 NP 391046.1 NQEIADALHLSKRSIEYSLTSIFNKLNVGSRTEAVLIAKSDGVL 214
consensus !!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!*!!!
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