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NTDB id 91395 L6450 RS10315 WP 020452399.1 MQRHNPDQIEMEEASFVKGTVAAVIYHNETNLYTVLKVKVEETSESFEDKTVSVTGYFPLIHEDDIYTFYGKTASHPKFGLQFQA 85
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQA 84
consensus * **!!!* *!! ***!!!! !!!!!*!!!!!!!!!!! !!!! !!! !!!!!!!! **!** !!!!!! *!!!!!!!!!!

logo

D
EHFKKE I

VPTTKEGI
V IQYLASSDLFEGIGKKTAEE IVKKLGDEGSAINKI LASDAGASVLYDVPKRLSKKKADKTLAAGALQQRHQGLEQIMI SLNS

NTDB id 91395 L6450 RS10315 WP 020452399.1 DHFKKEVPTTKEGVIQYLASDLFEGIGKKTAEEIVKKLGEGAINKILSDGAVLYDVPKLSKKKADKLAAALQQHQGLEQIMISLS 170
NTDB id 355 BSU 27480 NP 390625.1 EHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLN 169
consensus *!!!!!*!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!* !!!!!! !* !!!!!!*!!!!!!! !!*!!! !!!!!!!!!!!

logo

E
QFGFGPQLSMKIYQAYEASETLDEKIQRENPYQLVKDVEGIGFGIKADELGGSRMGI

LSGKNHEPER I
VKAAI LYTLVEATTCLQSEGHTYIDETERQL

NTDB id 91395 L6450 RS10315 WP 020452399.1 EFGFGPQLSMKIYQAYEAETLDKIRENPYQLVKDVEGIGFIKADELGGRMGISGKHEERIKAAILYTVEATCLQEGHTYIDTRQL 255
NTDB id 355 BSU 27480 NP 390625.1 QFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQL 254
consensus !!!!!!!!!!!!!!!! !!!*!! !!!!!!!!!!!!!!! !!!!!! !!!*!! !*!!*!!!!!!!*! !!! !!!!!!*! !!

logo I IDETQKSLLNQSAGRDEGEQKR I
VTEMDAVADNAI IASLGENQKDE I

L
F
VI EDEGRCYFYPSLFYYAEQNSFVAKRVKQHKIAVGSQTEYDEDNQFPESEFLLALGELE

NTDB id 91395 L6450 RS10315 WP 020452399.1 IIETQKLLNQSAGD.EKVTEMDVADAIISLGEQKELFIEDERCYYPSLYYAEQSFAKRVQKIVGQTEYDDQFPESEFLLALGELE 339
NTDB id 355 BSU 27480 NP 390625.1 IIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELE 339
consensus !!*!! !!!!!! ** **!!!! ! !!! !!!*!** !!! !!!*!!!*!!!! !!!! *! !!!!* !!!!!!!!!!!!!!!

logo ERMDKVQYAPSQKEAIQKALMSSPMLLLTGGPGTGKTTVIRGIVELYGSELHGLVSLDNPASADYKKDEATFPFIVLAAPTGRAAKRMSESTGL
NTDB id 91395 L6450 RS10315 WP 020452399.1 ERMKVQYAPSQKEAIQKALMSPMLLLTGGPGTGKTTVIRGIVELYSELHGLSLNPADYKKDETFPFVLAAPTGRAAKRMSESTGL 424
NTDB id 355 BSU 27480 NP 390625.1 ERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGL 424
consensus !!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!! ! !!!!! !! !!!!!!!!!!!!!!!!!!!

logo PAVTIHRLLGWNGAEGFTHDTEDNQP I EGKRLL I IDEATSMLDIWLANHQLFKAIPDHR IQI
V I IMVGDEDQLPSVGPGQVLRDLLASQTVIPST

NTDB id 91395 L6450 RS10315 WP 020452399.1 PAVTIHRLLGWNGAEGFTHDEDNPIEGRLLIIDETSMLDIWLANQLFKAIPDRIQVIMVGDEDQLPSVGPGQVLRDLLASTVIPS 509
NTDB id 355 BSU 27480 NP 390625.1 PAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPT 509
consensus !!!!!!!!!!!!!!!!!!! !!*!!!!*!!!!!! !!!!!!!!!*!!!!!!!*!!*!*!!!!!!!!!!!!!!!!!!!!!! !!!*

logo VRLTDIYRQAEGSS IVELAHEQMKNQGKLLPENNLTAPTKDRSF IRCGRGQQSQIKEVVEKVVAKNALKQKGYSTAKRDIQI
VLAPMYRGAKAGINEL

NTDB id 91395 L6450 RS10315 WP 020452399.1 VRLTDIYRQAEGSSIVELAHEMKQGKLPENLTAPTKDRSFIRCRQQQIKEVVEKVVKNALQKGYSARDIQILAPMYRGAAGINEL 594
NTDB id 355 BSU 27480 NP 390625.1 VRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINEL 594
consensus !!!!!!!!!!!!!!!!!!!! !!*! !! !!!!!!!!!!!!!! !!!!!!!!!! !!! !!!*!*!!!*!!!!!!! !!!!!!



logo NAVLMLQDGI LNPPKEPKGRRELKFYGDVVYRTGDKI
VLQLVNQPEHNNVFNGDI

MGE ITVS I FYAKENTEKEDMAVVSFDGNEMTFTKKDFNQF
NTDB id 91395 L6450 RS10315 WP 020452399.1 NALLQGILNPPKPKGRELKYGDVVYRTGDKVLQLVNQPEHNVFNGDMGEIVSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQF 679
NTDB id 355 BSU 27480 NP 390625.1 NVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQF 679
consensus ! *!! !!!!!!*! !!!!*!!!!!!!!!!*!!!!!!!!*!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo THAYCCS IHKSQGSEFP IV I
VLPVVKGSYYRMLRRNLLYTAITRASKKFL I LCGEEEALEWGVKNKNDEASSTEVRQTSLKNRRLQSQVAQAVEHEEMDAE

NTDB id 91395 L6450 RS10315 WP 020452399.1 THAYCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLLYTAITRSKKFLILCGEEEALEWGVKNKESSERQTSLKRRLQQAAHEEDE 764
NTDB id 355 BSU 27480 NP 390625.1 THAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDA 764
consensus !!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! * * !!!!!! !! *! !

logo ELEMALQKELPFSVHYDANIGMEGITPFDFMEKEKEAQEQ
NTDB id 91395 L6450 RS10315 WP 020452399.1 ELMALQKELPFSVYDANIGMEGITPFDFMEKEAE 798
NTDB id 355 BSU 27480 NP 390625.1 ELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus !! !!!!!!!!!!*!!!!!!!!!!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


