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NTDB id 91382 L6450 RS05730 WP 020451568.1 ....AADKHPPIKTPSHT........IFQSKTTIQREAALNILSRYEEGLKGIKLKTEIEKETGFPIKNMTTFMKSLMKHRPDIK 143
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consensus **** **! ! *!******** * !! !!!!* ! !* **! ! !!!!!*! *!*!!!!!! !!*!* !**!

logo KPAYRGHQYI LEHGKE I
K
D
E
L
S
AESANE

NTDB id 91382 L6450 RS05730 WP 020451568.1 KPARGHYILHKEKDL...... 158
NTDB id 79 BSU 14240 NP 389307.1 KPYRGQYILEGEIESAESANE 191
consensus !! !!*!!!* ! * ******

X non conserved

X similar

X ≥ 50% conserved


