
logo MNDFEKI EQAVAYDNLLLEDNVCQTR I
L
Q
E
N
TQLGHTNHI

LYDAML I EQNAACYVLAGGAQEHGEAI
DDLFVIAKRENNQKTKMLKRGQLDNLTSKEEWRRSYFQFLI LF IKANTQTSEQPQLQYS

NTDB id 91224 L6411 RS00820 WP 237374204.1 MNFEKIEQVYDLLLENVQTIQNQLGTNIYDAMIEQNAAYVAGQHEIDLVARNNQTMKGLDLTKEEWRRSYQFLLIKANQTEPLQY 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!**!*!!!*!*!****!!*!**!!!*!!!!!*!*******!****!!*****!*!*!!!!!!!*!!**!!!*!***!!*

logo NHQFTPDS IGF I LI SLFYLVLDEQGL ITSNTKPSRQVLTDI LI E IGSGTGNLAQETI LVNANSQSKKSLIDYI
L
MGI EVDDLL IDLSAS IADVMLEDASES IVSHFAVQGEDAVR

NTDB id 91224 L6411 RS00820 WP 237374204.1 NHQFTPDSIGFILSFLVDQLISTPRVTILEIGSGTGNLAQTILNASQKKLDYLGIEVDDLLIDLSASIADVMEAEISFAQGDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!!!!!!***!***!*******!*!!!!!!!!!!*!!*!*!*!**!!*!!!!!!!!!!!!!!!!!!******!*!*!!!!

logo PQI LKESQDI
V I LI SDLP I

VGYFYPDNDQKIASQRYQVASAQKTLEGHTYAHHLLMEQSLKYLEKKDEGFLAI LFLAPNVDLLTSPEQSDPRLLKI
KWLQENQNAVNTIVL

NTDB id 91224 L6411 RS00820 WP 237374204.1 PQILKESQVILSDLPIGYYPDDQIASRYQVASQTEHTYAHHLLMEQSLKYLEKDGFAILLAPNDLLTSPQSDRLKIWLQEQANIV 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!!!!!!**!*!!!!*!*!!*!*!!*!!!!!****!!!!!!!!!!!!!!!!*!*!*!!*!!!*!!!!!*!!**!!*!!!****!*

logo AMVIASLPPETALI FGKKQAKASMNAIKS I FVLQKKQASAQRQASLTEPSFVYPLQTSDLQDPETVVLQRQRFMI
KNFKNKWKQEEDNAVI

F
NTDB id 91224 L6411 RS00820 WP 237374204.1 AMIALPPTLFGKAAMAKSIFVLQKQAARALTPFVYPLQSLQDPETVQQFMINFKNWKQENAI 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!*!!***!******!!!!!!*!!****!**!!!!!**!!!!!****!!*!!!*!!**!**
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