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NTDB id 619 LCA RS06470 WP 011374999.1 MIKKRKAFTL EM VVLINII
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NTDB id 16 SA RS0O7765 WP 000472256.1 MRYKUNRAFTL EML VLLIIS
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NTDB id 91221 L6411 RS00795 WP 237374201.1 IRUIKWKAFTLVEMLVVLLIIS LLLLFVPNL KH INKGIPXAVVK VESQ[EEL Y8
NTDB id 460 GPW51 RS00790 WP 011921720.1 VEMIQAS FTLVEMLVVLHIIS LLLLFVPNL EQK KIS DEVAAR QAR MY E
NTDB id 502 SM12261 RS00955 WP 000738641.1 INKVKAFTLVEMLVVLLIIS LLLLFVPNLTKQK DKGISAAVVKVVESQAELYHS
NTDB id 162 SP RS10370 WP 000738627.1 INKVKAFTLVEMLVVLLIIS LIQLLFVPNLTKQK DKGIMAAVVKVVESQAELYHS
NTDB id 272 KZH43 RS09255 WP 000738626.1 INKVKAFTLVEMLVVLLIIS LIILLFVPNLTKQK DKGISAAVVKVVESQAELYHS
NTDB id 231 SPD RS09885 WP 000738626.1 INKVKAFTLVEMLVVLLIIS LIJLLFVPNLTKQK DKGISAAVVKVVESQAELYHS
NTDB id 197 SPR RS09420 WP 000738626.1 INKVKAFTLVEMLVVLLIIS LIJLLFVPNLTKQK DKGIMAAVVKVVESQAELYHS
NTDB id 530 SMSK321 RS09230 WP 000738643.1 INKVKAFTLVEMLVVLLIIS LLLLFVPNLTKQK DKGISAAVVKVVESQAELYHS
NTDB id 431 SGO RS09410 WP 012130940.1 I VKAFTLVEMLVVLLIIS L LLFVPNLTKQK AVSDWGNAAVVKVVESQAELY]X KNTG
NTDB id 396 FSA28 RS09395 WP 002263437.1 VNIV AFTL EMLVVLLIIS LLLLFVPNLTKQK [qVIADING[¢ AVVKVVESQAEL YIJLI\N SN
NTDB id 387 SMU RS09025 WP 002263437.1 UBlV AFTL EMLVVLLIIS LLLLFVPNLTKQK |qVIADING[¢ AVVKVVESQAEL YJALANGNS
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