AL BRAES |

1 el (U Hrgte ST SRLA

IR

LN

NTDB id 91158 L6419 RS00375 WP 336512672.1 85
NTDB id 422 SGO RS10255 WP 012131059.1 84
NTDB id 248 KZH43 RS00225 WP 000801613.1 84
NTDB id 207 SPD RS00240 WP 000801613.1 84
NTDB id 172 SPR RS00235 WP 000801613.1 84
NTDB id 132 SP RS00260 WP 000801611.1 84
NTDB id 512 SMSK321 RS10735 WP 000801634.1 84
NTDB id 484 SM12261 RS00280 WP 000801588.1 . 84
consensus [ Prrrirs 1l ! 1o kDD DD Do Dok Dok | D oskoskok [ N IES I RN ! !
e VAL, LKL ok BN YN <nc SR A
i <A S L mRE YV 1 2QS éSNVE
NTDB id 91158 L6419 RS00375 WP 336512672.1 0] 170
NTDB id 422 SGO RS10255 WP 012131059.1 T S 169
NTDB id 248 KZH43 RS00225 WP 000801613.1 169
NTDB id 207 SPD RS00240 WP 000801613.1 169
NTDB id 172 SPR RS00235 WP 000801613.1 169
NTDB id 132 SP RS00260 WP 000801611.1 169
NTDB id 512 SMSK321 RS10735 WP 000801634.1 169
NTDB id 484 SM12261 RS00280 WP 000801588.1 169
consensus * | Pookoskok |k | * % PEobosk Phsls 11 IR ! S Do D1k skok o ook EE R N A B
o ASUTHE) AL e s Aol St @ QQM@W
| S L VEYNAD ALN HﬁNL SLe RS = AL SEAT | u} N,
NTDB id 91158 L6419 RS00375 WP 336512672.1 Q Q 255
NTDB id 422 SGO RS10255 WP 012131059.1 251
NTDB id 248 KZH43 RS00225 WP 000801613.1 248
NTDB id 207 SPD RS00240 WP 000801613.1 248
NTDB id 172 SPR RS00235 WP 000801613.1 248
NTDB id 132 SP RS00260 WP 000801611.1 248
NTDB id 512 SMSK321 RS10735 WP 000801634.1 248
NTDB id 484 SM12261 RS00280 WP 000801588.1 248
consensus DUk b Dok b oskok o ook ok ! M ! ! Dok Dokoksk Dok D DD D kok
RV SRS XU A LA L L LSk MASED ellPEross i
1 Y TV smVE L
NTDB id 91158 L6419 RS00375 WP 336512672.1 340
NTDB id 422 SGO RS10255 WP 012131059.1 336
NTDB id 248 KZH43 RS00225 WP 000801613.1 333
NTDB id 207 SPD RS00240 WP 000801613.1 333
NTDB id 172 SPR RS00235 WP 000801613.1 333
NTDB id 132 SP RS00260 WP 000801611.1 333
NTDB id 512 SMSK321 RS10735 WP 000801634.1 333
NTDB id 484 SM12261 RS00280 WP 000801588.1 333

consensus I G I I Dok ko ok | o o ok okt Lkr LD Lokokok vk eor 1|



T KB EAE AL T

TALS L e LA ORI R T Ao D51

NTDB id 91158 L6419 RS00375 WP 336512672.1 425
NTDB id 422 SGO RS10255 WP 012131059.1 Q 421
NTDB id 248 KZH43 RS00225 WP 000801613.1 EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDA NQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAE 418
NTDB id 207 SPD RS00240 WP 000801613.1 EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDA NQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAE[REESRS
NTDB id 172 SPR RS00235 WP 000801613.1 EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDA NQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAE[REEYES
NTDB id 132 SP RS00260 WP 000801611.1 EGKAKLTAYLSSKFjVARIKVGDSVRYTTTHDA NQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAEESE
NTDB id 512 SMSK321 RS10735 WP 000801634.1 EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDARNQ FLDSTITSIDATATKTEKGNFFKIEAETNLTSEQJEREEAE:
NTDB id 484 SM12261 RS00280 WP 000801588.1 EGKWYKLTAYLSSKDVARIKVGDSVRYTTTHDAMNQLFLDSTITSIDATATKTEWGNFFKIEAETNLT SI4Q AFN 418

consensus Dokt ok DLk ok Dk Dbk Lok D DD Dok ok D Dokkrokkorokok ook Dok Dok Do L DLk D Le Dok DD DD Do Dor Dok ok ook

W

NTDB id 91158 L6419 RS00375 WP 336512672.1 456
NTDB id 422 SGO RS10255 WP 012131059.1 452
NTDB id 248 KZH43 RS00225 WP 000801613.1 449
NTDB id 207 SPD RS00240 WP 000801613.1 449
NTDB id 172 SPR RS00235 WP 000801613.1 449
NTDB id 132 SP RS00260 WP 000801611.1 449
NTDB id 512 SMSK321 RS10735 WP 000801634.1 449
NTDB id 484 SM12261 RS00280 WP 000801588.1 449

consensus

K non conserved
B similar
>50% conserved



