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NTDB id 91158 L6419 RS00375 WP 336512672.1 MMEHQLLESGEFYHRRYHNAASRVILPSFALLVFLMMFAFFAKKELTVVTRATVEPLHVLSKIQSTSNNPIKMNYLKENQEVAVG 85
NTDB id 422 SGO RS10255 WP 012131059.1 .MNEQFLESAEFYQKRYHNFASCLIVPSLILLVFLVGFSMLAKKEITISSRASVEASRVLAQIQSTSNQPIIANHLAENKEVKKG 84
NTDB id 248 KZH43 RS00225 WP 000801613.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENKLVKKG 84
NTDB id 207 SPD RS00240 WP 000801613.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENKLVKKG 84
NTDB id 172 SPR RS00235 WP 000801613.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENKLVKKG 84
NTDB id 132 SP RS00260 WP 000801611.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENKLVKKG 84
NTDB id 512 SMSK321 RS10735 WP 000801634.1 .MKPEFLESAEFYNRRYHTFSSRVIVPMSLLLVFLLGFATFAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENKLVKKG 84
NTDB id 484 SM12261 RS00280 WP 000801588.1 .MKPEFLESAEFYNRRYHNFSSRVIVPMFLLLVFLLGFATLAEKEMSMSTRATVEPSRILANIQSTSNNRILVNHLEESKLVKKG 84
consensus !****!!!*!!!**!!!***! *!*!* *!!!!!**!***!*!!*****!!*!!****!**!!!!!!**!**!*!*!***!**!

logo

E
D
V
LL IVEQYAQSVEESGGSAEQGAIVQEAQEGKASFIYKSAKSKQI

L
T
DLMLKEDQLKGSKKQLELTYLKRQSKSLEQSEGRENQHFTPQEPEDSKYFGYESQQASTFKVRDYQRINSKQLVAELGTSMLETRSANSVTENSQQNATETIAASQNAA

NTDB id 91158 L6419 RS00375 WP 336512672.1 DVLVEYQSSSEQIQEEGIKKKITLLKEQLSQLELLKKSLESGENQFPQEDKYGYSQSFVDYRNKLLTLESNVEQQNTTIAAQNAA 170
NTDB id 422 SGO RS10255 WP 012131059.1 ELLIQYAVEGEGAQEQKFSSQLDLLKDQKGKLETLRSSLESGRNQFTEPDSYGYEQSFKDYQNQVESMTSSVNQQNATIASQNAA 169
NTDB id 248 KZH43 RS00225 WP 000801613.1 DLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAA 169
NTDB id 207 SPD RS00240 WP 000801613.1 DLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAA 169
NTDB id 172 SPR RS00235 WP 000801613.1 DLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAA 169
NTDB id 132 SP RS00260 WP 000801611.1 DLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAA 169
NTDB id 512 SMSK321 RS10735 WP 000801634.1 ELLVQYQEGAEGVQAEAYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAA 169
NTDB id 484 SM12261 RS00280 WP 000801588.1 ELLVQYQEGAEGVQAEAYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAA 169
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NTDB id 91158 L6419 RS00375 WP 336512672.1 ISQSQMELGNIVKTSQKALSDYKNLRMAIQSDAEISEDNAGYSLYVGYTTQLSQATGIAEKTTLKQQMLTQLDNQISQLENQLAT 255
NTDB id 422 SGO RS10255 WP 012131059.1 ASQSQAELGGVISDVDSKLNDHRNLKNAIQSGVGIDASHPLHSLYQSYRDQLSLA...EDKATAQSQIVAQLDGQISQLEATAAT 251
NTDB id 248 KZH43 RS00225 WP 000801613.1 ASQTQAEIGNLISQTEAKIRDYQTAKSAIETGTSLAGQNLAYSLYQSYKSQG......EENPQTKVQAVAQVEAQISQLESSLAT 248
NTDB id 207 SPD RS00240 WP 000801613.1 ASQTQAEIGNLISQTEAKIRDYQTAKSAIETGTSLAGQNLAYSLYQSYKSQG......EENPQTKVQAVAQVEAQISQLESSLAT 248
NTDB id 172 SPR RS00235 WP 000801613.1 ASQTQAEIGNLISQTEAKIRDYQTAKSAIETGTSLAGQNLAYSLYQSYKSQG......EENPQTKVQAVAQVEAQISQLESSLAT 248
NTDB id 132 SP RS00260 WP 000801611.1 ASQTQAEIGNLISQTEAKIRDYQTAKSAIETGASLAGQNLAYSLYQSYKSQG......EENPQTKVQAVAQVEAQISQLESSLAT 248
NTDB id 512 SMSK321 RS10735 WP 000801634.1 ASQTQAEIGNLISQTEAKIRDYQTAKSAIETGASLASQNLAYSLYQSYKSQG......EENPQAKAQAVAQVEAQLSQLESSLTT 248
NTDB id 484 SM12261 RS00280 WP 000801588.1 ASQTQAEIGTLISQTEAKIRDYQTAKSAIETGASLASQNLAYSLYQSYKSQG......EENPQSKAQAVVQLEAQLSQLESSLAT 248
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NTDB id 91158 L6419 RS00375 WP 336512672.1 YRVQYAGAGAQQAYATNLDSQSASLKSQYLTKVAQEWTSLTSQLGELEGTLGLQENMRAKTKIVANQAGIIHLNSEVEGASMIAE 340
NTDB id 422 SGO RS10255 WP 012131059.1 YRVQYAGAGAQQAYASNLSSQLASLKAQYLVKVGQELTTLTQQILEAESNLKLQETVSKRGQILAEMDGLLHLNPEVQGSTLVAE 336
NTDB id 248 KZH43 RS00225 WP 000801613.1 YRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELSLLAQKILEAESGKKVQGNLLDKGKITASEDGVLHLNPETSDSSMVAE 333
NTDB id 207 SPD RS00240 WP 000801613.1 YRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELSLLAQKILEAESGKKVQGNLLDKGKITASEDGVLHLNPETSDSSMVAE 333
NTDB id 172 SPR RS00235 WP 000801613.1 YRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELSLLAQKILEAESGKKVQGNLLDKGKITASEDGVLHLNPETSDSSMVAE 333
NTDB id 132 SP RS00260 WP 000801611.1 YRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELTLLAQKILEAESGKKVQGNLLDKGKVTASEDGVLHLNPETSDSSMVAE 333
NTDB id 512 SMSK321 RS10735 WP 000801634.1 YRVQYAGSGIQQAYASGLSSQLESLKSQHLAKVSQELTLLDQKILEVESGKKVQGNLLDKGKITASEDGVLHLNPETSDSTMVAE 333
NTDB id 484 SM12261 RS00280 WP 000801588.1 YRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELTLLDQKILEAESGRKVQGNLLDKGKITASEDGVLHLNPETSDSTMVAE 333
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NTDB id 91158 L6419 RS00375 WP 336512672.1 GTIIAHIYPSLAEIKKVKVTAYVSSKDVASLSEGDVIHFSAQASQAGQIRLTSTITSIATSATKTEAGNFFKIEAETDLSKTFAE 425
NTDB id 422 SGO RS10255 WP 012131059.1 GTALAQIYPKITNERKIKIVTYVSSKDVSTIKNGDKVRFITADDANKQMILTSQISSIDANATQTKQGNFFKVECEMAVSKDQAK 421
NTDB id 248 KZH43 RS00225 WP 000801613.1 GTLLAQLYPSLEREGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAE 418
NTDB id 207 SPD RS00240 WP 000801613.1 GTLLAQLYPSLEREGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAE 418
NTDB id 172 SPR RS00235 WP 000801613.1 GTLLAQLYPSLEREGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAE 418
NTDB id 132 SP RS00260 WP 000801611.1 GALLAQLYPSLEREGKAKLTAYLSSKYVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAE 418
NTDB id 512 SMSK321 RS10735 WP 000801634.1 GTLLAQLYPSLEKEGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAKNQIFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQTE 418
NTDB id 484 SM12261 RS00280 WP 000801588.1 GALLAQLYPSLEKEGKVKLTAYLSSKDVARIKVGDSVRYTTTHDAKNQLFLDSTITSIDATATKTETGNFFKIEAETNLTSKQAA 418
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NTDB id 91158 L6419 RS00375 WP 336512672.1 KIRYGLEGKFVVITGEKTYFQYIVDEFLGKK 456
NTDB id 422 SGO RS10255 WP 012131059.1 KLRYGLEGKFVMVTGEKTYFSYYMEKFFNLG 452
NTDB id 248 KZH43 RS00225 WP 000801613.1 KLRYGVEGRLQMITGKKSYLRYYLDQFLNKE 449
NTDB id 207 SPD RS00240 WP 000801613.1 KLRYGVEGRLQMITGKKSYLRYYLDQFLNKE 449
NTDB id 172 SPR RS00235 WP 000801613.1 KLRYGVEGRLQMITGKKSYLRYYLDQFLNKE 449
NTDB id 132 SP RS00260 WP 000801611.1 KLRYGVEGRLQMITGKKSYLRYYLDQFLNKE 449
NTDB id 512 SMSK321 RS10735 WP 000801634.1 KLRYGVEGRLQMITGRKSYLRYYLDQFLNKE 449
NTDB id 484 SM12261 RS00280 WP 000801588.1 KLRYGVEGRLQMITGRKSYLRYYLDQFLNKE 449
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