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MK I EF JIFEVIVVYHEFGHF FAKR GILVREFA GMGPKIFAHTGKDGT YTIR LPLGGYVRMAGWGEDIYTEIKTG PYJS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

M@ ng ................................................

NlSDBQvDQIAt @VTé\XDLE%H T {VLEIWE\/DHDAT VEED TRy RU

L LNPYNGRYVENRINLS[Y Q D MALPMBVT DIJEIMNLIRITGLVLIZE KTYIWVDHDATIVEEDGTE RIAPMDVQYQNA WGRL
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
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TNFAGPMNNFILG VFI LEF QGGVEDDISRINEY §y iy GGAMQE GLNTGDINI NIGEVTSSMKQWATIMSAAAKEAMSHEPRF
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
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31 VLR GlNY Vg KNG - Y G 'SP 'LKTGI3DK pGGUQIRACEIRAIRNT gwAL KRNL IE:IED MNLGGP VAN < YSAQA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQIXSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
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EIJGIJgyS L[ELM MLSINLGIFNLIPIPALDGGKIVMNI EAIRRKPLIQYEIESYITLAGVAIJMVVLM QVTWNDIIN WYFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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