
logo MKKTTKLFALAGVTLLSAVASAVLASACGSKKQSGNATAKQDELSFPASEVKQDEGTAVADGAQLKVYAWVSAPTTSSTGLL IDELTESNTTDSTFGGMV
NTDB id 91149 SUT RS08615 WP 156011002.1 MKKTTKLFALAGVTLLSVAALSACGSKKSNTAKQDLSFPSEVKQEGTAVAGAQLKVAWVSATTSTGLLIDELTSNTTDSTFGGMV 85
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDSTFGGMV 85
consensus !!!!!!!!!!!!!!!!! ! !!!!! ! !!!*!!!! !!!!*!!!!! !!!! !!!!*!!!*!!!!!!!! !!!!!!!!!!!

logo DI SMFGYDGDERKLDDSGLAKAEFDVEKGKKI
V
K
T
I
VSLTGKDYKWSDGEQPSFTINDYI FTIKASMASKDYTGI

VRFDDKRFLNI EVGMEQEFVADG
NTDB id 91149 SUT RS08615 WP 156011002.1 DISMFGYDGDRKLDDSGLAKAEFDVEGKKVKISLTGKDYKWSDGQPFTINDYIFTIKAMASKDYTGVRFDDRFLNIVGMEEFVAG 170
NTDB id 463 GPW51 RS08685 WP 012775331.1 DISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLNIEGMQEFVDG 170
consensus !!!!!!!!!*!!!!!!!!!!!!!!! !!!* *!!!!!!!!!!!! *!!!!!!!!!!! !!!!!!!!*!!!!*!!!! !! !!! !

logo KASDI SG IKKI
VDDHYTVELSTVKEMVFSPSMMHYAGGDKLVPALYI

VQPEHIYKDNIPVAKDWEKSSEYSRTAKI
LVGMGPWKIKE IVNGES ITYVPN

NTDB id 91149 SUT RS08615 WP 156011002.1 KASDISGIKKIDDHTVELSVKEVFPSMMHAGGKLPALVQPEHIYKNIPVKDWESSEYSRTAKIVGMGPWKIKEIVNGESITYVPN 255
NTDB id 463 GPW51 RS08685 WP 012775331.1 KASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWKIKEIVNGESITYVPN 255
consensus !!!!!!!!!!*!!*!!!!*!!!* !!!!*!!! *!! *!!!!!!! !!! !!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo EHYFYFKGATKPKTSSLMKI
VDIVSPDTIVASEMKAGNYDIADEMPSVDQLVDSYKDGALSNLNIVGQSLDESSYEYI SFNFLGKYDENADAQGSKNVMDENA

NTDB id 91149 SUT RS08615 WP 156011002.1 EHYFKGA.PKTSSMKVDIVSPDTIVAEMKAGNYDIADMPSDQVDSYKGLSNLNIVGSLDSSYEYISFNLGKYDNDQSKNVMDENA 339
NTDB id 463 GPW51 RS08685 WP 012775331.1 EYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYISFNFGKYDEAAGKNVMDENA 340
consensus !**!!! *!!!!!*!*!!!!!!!!! !!!!!!!!!!*!! !!*!!!! !!!!!!! !*!!!!!!!!! !!!! !!!!!!!!

logo KMNDVKLRQAIAYAIDTKTAGEKKSLYHNGLYHPAKSL I I SFFGDI
LHDSELEGYSTYNPEKAKKLLDEAGYKDVDGDGIREGKDGKAPFK

NTDB id 91149 SUT RS08615 WP 156011002.1 KMNDVKLRQAIAYAIDTKTAGEKLYHGLYHPAKSLIISFFGDLHDSELEGYTYNPEKAKKLLDEAGYKDVDGDGIREGKDGKPFK 424
NTDB id 463 GPW51 RS08685 WP 012775331.1 KMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKKLLDEAGYKDVDGDGIREGKDGKAFK 425
consensus !!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo I STFAARKRTEANEALMVQQYI
LAWWKEVGLNVELYTGRTI

VEGKNSTFYENMS IVKQANDAANIDMYAAGGWSTGYDPNPSTGLWGP IAAKFNMSRFV
NTDB id 91149 SUT RS08615 WP 156011002.1 ISFAARKRTEANEALMQQYLAWWKEVGLNVELYTGRTIEGNTFYEMIKANDANIDMYAAGWSTGYDPNPTGLWGPIAKFNMSRFV 509
NTDB id 463 GPW51 RS08685 WP 012775331.1 ITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAIDMYAGGWSTGYDPNPSGLWGPIAAFNMSRFV 510
consensus !*!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!! *!! * !!!! !!!!!*!!!!!!!!!!*!!!!!!! !!!!!!!

logo SDENTKLLEAFI SSADESFDDEKKNLVENYKAWQKYAAHEQAFAIPTFESEKVI
L
T
VALVNKRVKNSYDTKLYGSASGNTGI

LAYEGNI ELLTADKGEVAVA
NTDB id 91149 SUT RS08615 WP 156011002.1 SDENTKLLEAFSSADSFDEKKNLENYKAWQKYAAEQAFAIPTFESEVLVALNKRVKNYDTKLGSASGNGIAYENIELLADKGEAA 594
NTDB id 463 GPW51 RS08685 WP 012775331.1 SDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITAVNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVA 595
consensus !!!!!!!!!! !!!*!!!*!!!*!!!!!!!!!!*!!!!!!!!!!!! * !*!!!!! !!!! !!!!! !*!!! !!! !!!! !



logo

E
K

NTDB id 91149 SUT RS08615 WP 156011002.1 K 595
NTDB id 463 GPW51 RS08685 WP 012775331.1 E 596
consensus

X non conserved

X similar

X ≥ 50% conserved


