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NTDB id 91138 SUT RS04315 WP 237373602.1 MTKRFRKLVYTDKFSFFIRYFAVFTLIFGLMTAIIFQLMRSTMYENSDDTLYRIKEEPAMAVGLAVARAYQPNSELTLQDNSNRN 85
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENARADA.. 83
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENARADA.. 83
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENARADA.. 83
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENARADA.. 83
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNN.PITEAENGD.AS.. 81
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NTDB id 91138 SUT RS04315 WP 237373602.1 TTASILDDTMTPQSGNGEQLRLGVNTHVLLYNKNG.EIINPDKFTGLSRLTLDKENLDEIRETTVKSSFGLNENYRYVTIKLVVE 169
NTDB id 259 KZH43 RS03480 WP 000491790.1 .............SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 218 SPD RS03780 WP 000491790.1 .............SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 184 SPR RS03565 WP 000491790.1 .............SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 148 SP RS03910 WP 000491790.1 .............SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 363 SMU RS05195 WP 002262215.1 .............FKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVNN. 152
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LLTENSYMEQKQKQDSFVENASHELRTPLAVLQ
NTDB id 91138 SUT RS04315 WP 237373602.1 ELGRYAVYDIKYATILVNVSQIKSSIEKYEATVAVVMVSAWLISILASIYLSNLSMRPILTSYQKQKDFVENASHELRTPLAVLQ 254
NTDB id 259 KZH43 RS03480 WP 000491790.1 SV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 218 SPD RS03780 WP 000491790.1 SV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 184 SPR RS03565 WP 000491790.1 SV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 148 SP RS03910 WP 000491790.1 SV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 363 SMU RS05195 WP 002262215.1 DF....YPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQ 233
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NTDB id 91138 SUT RS04315 WP 237373602.1 NRLEGLFRHPETTILESSESIGSSLEEVRNMRLLTTNLLNLARRDDGFKLDMVEVPPTYFDEIFDNYIIIAEENGKKVTVNNLIS 339
NTDB id 259 KZH43 RS03480 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIH 321
NTDB id 218 SPD RS03780 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIH 321
NTDB id 184 SPR RS03565 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIH 321
NTDB id 148 SP RS03910 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIH 321
NTDB id 363 SMU RS05195 WP 002262215.1 NRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIINKVN 318
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NTDB id 91138 SUT RS04315 WP 237373602.1 QSIRTDKVLIKQLLTILFDNAMKYTDDDCDIQITASIKDKLVCFTIADNGLGITDNDKKKIFDRFYRVDKARTRQKGGFGLGLSL 424
NTDB id 259 KZH43 RS03480 WP 000491790.1 RTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSL 406
NTDB id 218 SPD RS03780 WP 000491790.1 RTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSL 406
NTDB id 184 SPR RS03565 WP 000491790.1 RTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSL 406
NTDB id 148 SP RS03910 WP 000491790.1 RTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSL 406
NTDB id 363 SMU RS05195 WP 002262215.1 RQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFGLGLSL 403
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NTDB id 91138 SUT RS04315 WP 237373602.1 AQQIIKALNGEIFVRDNQPKGTVFEVQLPIKK...... 456
NTDB id 259 KZH43 RS03480 WP 000491790.1 AKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 AKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 AKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 AKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 363 SMU RS05195 WP 002262215.1 AKQITDSLKGSIIVKDKKPQGVMFEARLLANK...... 435
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