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NTDB id 91076 AABK36 RS01535 WP 309937266.1 MAKAKIKTAYFCQNCGAESPKWLGKCPACGQWNTYVEEVVDSTPKSQTVAWTGEVKGSGSNNRAAKPLKIKEIEHQTEKR 80
NTDB id 125 BSU 00870 NP 387968.1 ..MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQ......TVQKPSPITSIETSEEPR 72
NTDB id 279 KZH43 RS00140 WP 074017595.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.........KTKPMKLAEVTSINVNR 69
NTDB id 238 SPD RS00140 WP 074017595.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.........KTKPMKLAEVTSINVNR 69
NTDB id 204 SPR RS00140 WP 074017595.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.........KTKPMKLAEVTSINVNR 69
NTDB id 169 SP RS00155 WP 074017595.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.........KTKPMKLAEVTSINVNR 69
NTDB id 509 SM12261 RS00130 WP 078228442.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.........KTKPMKLAEVTSINVNR 69
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ..MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.........KTKPMKLAEVTSINVNR 69
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VSGEESQVAKSQQTIKMLRSADERMLAGHIDNINSDDPSNSECLFHYVLLYSTA
NTDB id 91076 AABK36 RS01535 WP 309937266.1 FNSKDAELNRVLGGGVVPGALVLIGGEPGIGKSTLMLQVALKMN..NKKVLYVSGEESQSQIKMRSDRMAHNSDNCYVLT 158
NTDB id 125 BSU 00870 NP 387968.1 VKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLS 152
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYA 148
NTDB id 238 SPD RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYA 148
NTDB id 204 SPR RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYA 148
NTDB id 169 SP RS00155 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYA 148
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYA 148
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYA 148
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NTDB id 91076 AABK36 RS01535 WP 309937266.1 EVTTQKIFKQIELLKPEVLVIDSIQTLQSEYIDSSAGSVSQVKQTAAELMKFAKESAVPTFIIGHINKDGNIAGPKVLEH 238
NTDB id 125 BSU 00870 NP 387968.1 ETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEH 232
NTDB id 279 KZH43 RS00140 WP 074017595.1 ETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEH 228
NTDB id 238 SPD RS00140 WP 074017595.1 ETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEH 228
NTDB id 204 SPR RS00140 WP 074017595.1 ETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEH 228
NTDB id 169 SP RS00155 WP 074017595.1 ETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEH 228
NTDB id 509 SM12261 RS00130 WP 078228442.1 ETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEH 228
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEH 228
consensus !**************!*****!!!!!*****!****!!!!!!****!!!!**!!******!!*!!**!*!**!!!**!!!

logo MVDTVLQYFEGDERHGHSTYFR I LRTATVKNRFGSTSNELMIG IYFEMRQEHSENGGLRTVEVSLNPSEQI
V
L
FLSEQERESLAEDAGLSAASTGVSAS IGTVAVSTLMEGNTRPLI L IVAE I

VQ
NTDB id 91076 AABK36 RS01535 WP 309937266.1 MVDTVLQFEGDRHGSYRILRTTKNRFGSTSELGIYEMQHNGLREVSNPSEILLSQREEALSGVAIGATLEGNRPLLIEVQ 318
NTDB id 125 BSU 00870 NP 387968.1 MVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQ 312
NTDB id 279 KZH43 RS00140 WP 074017595.1 MVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQ 308
NTDB id 238 SPD RS00140 WP 074017595.1 MVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQ 308
NTDB id 204 SPR RS00140 WP 074017595.1 MVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQ 308
NTDB id 169 SP RS00155 WP 074017595.1 MVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQ 308
NTDB id 509 SM12261 RS00130 WP 078228442.1 MVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQ 308
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQ 308
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NTDB id 91076 AABK36 RS01535 WP 309937266.1 SLVSAAAYGNPQRSSTGYDVRRMNMLLAVLEKRGGFRLGVQDVFLNIAGGIKIEDPAIDLAMCVSLISSYEEMNVPDKTC 398
NTDB id 125 BSU 00870 NP 387968.1 ALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADC 392
NTDB id 279 KZH43 RS00140 WP 074017595.1 ALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQEC 388
NTDB id 238 SPD RS00140 WP 074017595.1 ALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQEC 388
NTDB id 204 SPR RS00140 WP 074017595.1 ALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQEC 388
NTDB id 169 SP RS00155 WP 074017595.1 ALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQEC 388
NTDB id 509 SM12261 RS00130 WP 078228442.1 ALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQEC 388
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQEC 388
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NTDB id 91076 AABK36 RS01535 WP 309937266.1 FAAEVGLGGELRAVNHVESRISEAQKLGFEQIYLSKYALKGIDMSKYSISIRAYAKLYEVFQDLFG. 464
NTDB id 125 BSU 00870 NP 387968.1 FIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGI.EVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 FVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEI.QVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 FVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEI.QVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 FVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEI.QVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 FVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEI.QVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 FVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEI.QVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEI.QVIGVTTIQEVLKKVFA. 453
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