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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 90923 L6431 RS14610 WP 237044448.1 MRTGMFALATGLACLPLLPQLPPTWLLLALLPLALMLLP.....W.......RSYPLALFTFGFIWACFSAQAALDDRLAVALDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP.....F.......RWRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 90923 L6431 RS14610 WP 237044448.1 RTLWLEGRISGLPEVGEGVVRFQLEDAV.AREQRLPQRLRLSWYDG....................PPVLAGERWRLAVKLKRPR 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 90923 L6431 RS14610 WP 237044448.1 GLVNPQGFDYEAWLLAQRIGATGTIKAGERLQAAA............GTAAWRDALRQELLAVEAF.GRAGALAALVLGDDSGLS 209
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 90923 L6431 RS14610 WP 237044448.1 RADWRVLQDTGTVHLLVISGQHVALLAAVLYALVAG.......LARLGLW..PRFLPWLPWACALAFAGALGYGLLAGFEVPVRR 285
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 90923 L6431 RS14610 WP 237044448.1 ACVMVALVLLWRLRFRHLGLWWPLLLAFVLVLLVEPLASLQAGFWLSFGAVAVLAWVFG.......GRLGAWSW.......WRVW 356
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSW.......WRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 90923 L6431 RS14610 WP 237044448.1 WRAQWTLALGLLPLFFALGLPLSLSGPLANLLAVPWVSLLVVPLALLGTLLLPVPWLGEGLLWLAGGLLAILFQLLGWIASALPA 441
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 90923 L6431 RS14610 WP 237044448.1 WLPTAVPLWCWLLGSLGVLLCLLPAGVP...LRALGLVLLLALLLPPRERIPAGQAQVWQLDVGQGLAVLVRTREHALLYDAGPR 523
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 90923 L6431 RS14610 WP 237044448.1 FGDF.DLGERVVLPSLRQLGVDRLDLLMLSHADSDHAGGAEAVLRGMTVARVASGEAGE.......LPRALQAQPCVDGERWAWD 600
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 90923 L6431 RS14610 WP 237044448.1 GVVFTTWRWRD......APPGNAASCLLKVEAQGESLLLTGDVDAAAEKALLASG..RDLRASWLQVPHHGSRSSSSAAFLDAVA 677
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 90923 L6431 RS14610 WP 237044448.1 PHGALLSRGWHNPFGHPHPSVVARYHARGIALYDSAELGAIRLQLGD..VQGISAWREHPRLWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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