
logo MRSATEQRLRTLDSEGEVPQGQRR I LRLYHNLYRLVI
TIGLAVLVLL I SSDELDEDQLVLEKLAVHAPELFHRVYGSWCTYL IVFLNI

VLVALVFLLPQPRPSRSHQLALPQI
VF ISLALLT

NTDB id 90912 L6431 RS09960 WP 237046412.1 MSTEQLTLDGVPGRRILRLYNLYRVIIGLALVLLISSDLDDQLLELAHAELFRYGSWTYLILNVLVAVLLQRPSHLAQVFSLALL 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! ! ! ! *! !!!!!!*!!!* !!! !!!!!!!*!*!!*! ! !*!!!* !!!*!!* !*!!!* !*** *! **! !!!

logo DVLLMLCGTLFFYAAGGGTVPSGIGNSLL IVVAVAIANI LLRGR IGLLVIAAAVAAS ILGLMLAYLTFFYLSLLSRSNPDTAPATNPHQFYVQAGAGLGATLCFAAAI
L
F
V
I
L

NTDB id 90912 L6431 RS09960 WP 237046412.1 DVLLLCTLFFAAGGTPSGIGNLLIVAVAIANILLRGRIGLLIAAVAAIGMLALTFYLSLLRNTPAPQFVQAGALGALCFAAAIFL 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!!*!! !!*!*!! !!!!! !!*!!!!!!!!!!!!!!!!*!!! ! *!*! !!!*!!! * * ***!!!!*!! !!!!!!* *

logo QAGLAVRSRLQEQQSTEFTLAEEQRAEVDTVANSLEAELNASL I LQRMRTGI LVLVDKSQRHQAR I
VLLANQAGALGSLMLGRQRDSDKLVEQGHAKLSLDGPRHCSPEMLMVHQCRLMKQQWQRHL

NTDB id 90912 L6431 RS09960 WP 237046412.1 QGLASRLQQSEFLAEQRAVDVASLEALNSLILQRMRTGILVLDKQHRVLLANQGALSMLGRSKLEHKLLDPHCPELVQRLQQWQH 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !*! ! !*! !!! !! !! !! !! !!!!!!!!!!!!*! * *!!!!!*!! *! * * ! *!*! !**** !! *

logo NPSTLRPPQSTLKQAVI
V
A
PDGPLTLVQPSF IPSLNQRESDGDEQHTVL I FLDEDI SQI

V
A
TQQAQQLMKLAGSLGRLTAGIAHE IRNPLGAI SHAAQLLQESEDE

NTDB id 90912 L6431 RS09960 WP 237046412.1 NPTLRPQSLQAIADGPLLQPSFIPLQRSGEQHTLIFLDDISQVTQQAQQLKLASLGRLTAGIAHEIRNPLGAISHAAQLLQESED 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !!*!!!**! **!!! *!!!!!*!*! *!! !!!!*!!!!* !!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo LDEAEPDRRLATQI IQDHQSKRRMNLTVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVDSEFYPRGSRSALRNPDQSETLHLEQLTGQASGDS ILQTRMDPHQLNTQI
VL

NTDB id 90912 L6431 RS09960 WP 237046412.1 LEEPDRRLAQIIQDHSRRMNTVIENVLQLSRRRQAEPQLLDLKYWLHRFASEFRSSARPDQTLHLETQSGSLQTRMDPHQLTQIL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus !* !!!!! !!!!!*!*!!! !!!!!!!!!!!!!!!!! !!!! !!*!! !** !*! !!! ! *!!!!!!!!! !*!

logo SNLVQNGLRYSAQAKHGQLRGQVWLKSLAYRDPESDLPTVLE I
V
I
LDDGPGVPAVDKQLMNQHNI

LFEPFFYTTDENSKGTGLGLYI
LSRELCESNQAR I

LDYKR
NTDB id 90912 L6431 RS09960 WP 237046412.1 SNLVQNGLRYSAQKHQLGQVWLKLYRDPESDLPTLEVLDDGPGVPVDQMQHIFEPFYTTDNKGTGLGLYISRELCESNQARLDYK 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus !!!!!!!!!!!!! ! !!!!! ! !!!!!!!! !!**!!!!!!! ! ****!!!!*!!* !!!!!!!!*!!!!!!!!!!!*!!*

logo

L
NREEGGGGSCFR ITFAHPRKLS

NTDB id 90912 L6431 RS09960 WP 237046412.1 LREGGGSCFRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus !! !! !!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


