
logo

MKF
M
E
M
F
N
M
G
I
M
T
D
K
R
I
N
F
YTSELPRKRTAKAMLDNQKRAEVCI LFIARHEKLRSAEYQFELMYVEAAHLEGMQHRLLYFCEGQYHASNGNSPRCQTFNYKVILGENETDSEASWTHVLIRHLAILGNYAALTMAQSVNRTENVLEITVHNDGPTSESGYGS IVAAYGKSALALSTFLQATNAEGDLMFYGNEPALVDYGDREVISMERSHDDFKSR I

E
L
D
L
Q
E
K
Y
I
D
Q
E
A
L
V
T
E
A
S
A
I
L
V
E
I
L
VAI

M
L
G
EKLEKRTDEPLKTSDLSY

G
H
R
S
G
N
V
E
Q

K
Q
S
D
V
D
E
D
K
M
I
T
R
S
F
I

NTDB id 85 BSU 00860 NP 387967.1 ..MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLI........GRGQEMS 75
NTDB id 90815 NC3 RS06630 WP 236798045.1 .......................MRCQHCQVNEATIRLNMQVN...................................S...... 21
NTDB id 601 KW2 RS02615 WP 021036805.1 .......................MLCQNCNINEATIHLYTSVN...................................G...... 21
NTDB id 378 SMU RS02690 WP 002263569.1 .......................MLCQNCKLNEATIHLYANVN...................................G...... 21
NTDB id 281 KZH43 RS03550 WP 000882517.1 .......................MLCQNCKINDSTIHLYTNLN...................................G...... 21
NTDB id 245 SPD RS03860 WP 000882517.1 .......................MLCQNCKINDSTIHLYTNLN...................................G...... 21
NTDB id 243 SPR RS03635 WP 000882517.1 .......................MLCQNCKINDSTIHLYTNLN...................................G...... 21
NTDB id 241 SP RS04015 WP 000882523.1 .......................MLCQNCKINDSTIHLYTNLN...................................G...... 21
NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLIDL........EDLSSHVKVKR 77
NTDB id 287 SP RS11210 WP 001109712.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYSQDETF 75
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYSQDETF 75
NTDB id 289 SPD RS10700 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYSQDETF 75
NTDB id 377 SMU RS09275 WP 002262344.1 ....MTDYSLKMQEVFRLAQFEAARFESSYLESWHVLLAMVEIDSSVAGLSFAEFEADVRFEDYQAAAILAIGKKPKSSSN..DI 79
NTDB id 297 STER RS00545 WP 011680614.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVTGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLSESDII 81
NTDB id 329 STU RS10020 WP 011225298.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVPGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLSESDII 81
consensus * * * *

logo

M
Q
S
D
T
T
E
L
I
R
L
E
H
R
A
P
Y
Q
F
T
S
H
R
P
A
R
S
A
Q
K
L
R
E
K
Q
E
R
S
V
A
I
K
T
M
V
L
Q
M
F
L
I
A
E
T
V
Q
D
A
E
L
S
A
C
A
M
S
E
Q
A
E
F
G
D
Y
N
E
L
I
V
C
S
A
Y
I
R
T
Q
K
S

H
K
S
I
V
N
L
M
T
V
I

N
G
H
H
S
A
E
S
V
K
A
M
Y
E
V
K
E
S
L
T
V

Q
D
G
G
S
P
T
K
Q
N
E
E
M
N
H
A
G
I
K
L
S
V
P
L
L
M
Y
F
N
G
K
A
A
H
M
F
L
I
G

G
I
M
L
N
Q
R
S
H
L
T

A
E
N
Q
V
H
D
E
P
Q
K
S
G
L

E
D
N
S
A
G
L
N

F
N
S
V
M
L
R

G
S
V
D
A
A
D
L
C
T
E
Q
R
P
L
I
I
M
F
L
K
N
D
E
L
V
R
P
V
AGFHQSAYEKDDKGSKEQDSKQI

P
V
F
N
V
K
R

L
F
I
D
L
V
I
N
A
G

N
S
A
D
I
F
L
G
F
R
G
S
V
K
N
R
A
E
V
N
S
D
I
L
Q
N
E
G
K
E
R
N
A
Q
Y
N
R
F
T
R
A
A
D
P
G
F
L
W
S

K
N
T
S
G
V
K
R
N
A
P
Q
E
A
E
D
I
S
T
L
N
P
K
K
N
Q
P
A

NTDB id 85 BSU 00860 NP 387967.1 QTIHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIREGEGVAA....R............VLNNLGVSLNKA.......... 134
NTDB id 90815 NC3 RS06630 WP 236798045.1 ........SRSQMVLCEDCYTSL...MEQSKMK...............M.................................... 44
NTDB id 601 KW2 RS02615 WP 021036805.1 ........QKKQIDLCQNCYQIM...KSGGQEALFGAGNASNGNSDEPFNP.............FNDIFSALQGQ.DFNGAASNQ 81
NTDB id 378 SMU RS02690 WP 002263569.1 ........QQKQIDLCQNCYQIM...KTDPENGPLNHLSQQNSSS...INP............FFDDFFGDLNNFRAFNNQDLPN 80
NTDB id 281 KZH43 RS03550 WP 000882517.1 ........KQKQIDLCQNCYKII...KTDPNNSLFKGMTDLNNRD...FDP.............FGDFFNDLNNFRPSSN..TPP 77
NTDB id 245 SPD RS03860 WP 000882517.1 ........KQKQIDLCQNCYKII...KTDPNNSLFKGMTDLNNRD...FDP.............FGDFFNDLNNFRPSSN..TPP 77
NTDB id 243 SPR RS03635 WP 000882517.1 ........KQKQIDLCQNCYKII...KTDPNNSLFKGMTDLNNRD...FDP.............FGDFFNDLNNFRPSSN..TPP 77
NTDB id 241 SP RS04015 WP 000882523.1 ........KQKQIDLCQNCYKII...KTDPNNSLFKGMTDLNNRD...FDP.............FGDFFNDLNNFRPSSN..TPP 77
NTDB id 610 V4T04 RS10165 WP 012897346.1 STLRFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQVEDGFGLQLLKL.........QKINIVSLRKELEKRTGLKVPESKK 153
NTDB id 287 SP RS11210 WP 001109712.1 TELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHDSNALATRILERAGFSYEDKKDQVKIAALRRNLEERAGWTREDLKA 160
NTDB id 290 KZH43 RS10025 WP 001109677.1 TELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEERAGWTREDLKA 160
NTDB id 289 SPD RS10700 WP 001109677.1 TELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEERAGWTREDLKA 160
NTDB id 377 SMU RS09275 WP 002262344.1 MLLEQSHALKRTLAEAAAISQVTHAKEVGTEHVLFAMLLNPNLLATRILELVGFHAKDDGESIRLLDLRKVIERYAGFSKEDIKA 164
NTDB id 297 STER RS00545 WP 011680614.1 DLRAQSPALEAMLQEAQEIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERNAGLSKQDLKA 166
NTDB id 329 STU RS10020 WP 011225298.1 DLRAQSPALEAMLQEAQGIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERNAGLSKQDLKA 166
consensus ** ** *** *** * * ** ** * *



logo

AVT
L
I
F
T
H
R
P
E
D
Q
P
L
M
R
T
S
H
R
Q
A
Q
T
R
K
S

R
V
P
T
G
L
P
V
K
G
M
N
Q
K
G
N
V
L
S
A
Y

F
L
D
K
G

A
N
K
G
G
Q
N
S

S
A
N
G
E
N
S
G
F
T
Y
F
N
GSESRQAGQRNANPR

S

R
F
M
G
H
G
A
S
D
P
A
N
L
T
M
Q
N
Q
S
T
M
K
T
V
G
Q
P

E
N
R
A
M
P
A
E
R
S
P
K
P
N
S
Q
A
K
T
S
Q

N
Q
T
V
S
E
P

N
S
T
K
P
G
M
T
E
G
LLADESDEVLYFASTGSKHRINDI

V
LTDAEEGSLQIAHKERAEKLQRSDGLRSENDKI

L
E
DP I

M
VIGRSEDAQDKEEVIDKQTISRLMVVIHQEVI LNSRKRNTKNNPVLVIGDEAPG

NTDB id 85 BSU 00860 NP 387967.1 ....RQQVLQLLGSNETGSSAAG....TNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVIEVLSRRTKNNPVLIGEPG 211
NTDB id 90815 NC3 RS06630 WP 236798045.1 .......GPNLFGGGSFFSEQAGHATSQERPKQKGLLDELGRNLTDGAHAGLIDPVIGRDEEVTRVIEILNRRNKNNPVLIGEPG 122
NTDB id 601 KW2 RS02615 WP 021036805.1 .TPPTQTGG..........RGPRGPQNPRAKQPKGMLEEFGINITESARRGEIDPVIGRDEEIKRVIEILNRRTKNNPVLIGEPG 155
NTDB id 378 SMU RS02690 WP 002263569.1 .TPPTQAGGGNGNGGN.N.RRPGGPQQQASQKPNGLLEEFGINLTDIARKGEIDPVIGRDEEITRVIEILNRRTKNNPVLIGEPG 162
NTDB id 281 KZH43 RS03550 WP 000882517.1 .IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPG 161
NTDB id 245 SPD RS03860 WP 000882517.1 .IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPG 161
NTDB id 243 SPR RS03635 WP 000882517.1 .IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPG 161
NTDB id 241 SP RS04015 WP 000882523.1 .IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPG 161
NTDB id 610 V4T04 RS10165 WP 012897346.1 AVTPMSKRKMAKG..............VAENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRLIHILSRRTKNNPVLVGEPG 224
NTDB id 287 SP RS11210 WP 001109712.1 .LRQRHRTV.ADKQN......SMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQILSRKTKNNPVLVGDAG 237
NTDB id 290 KZH43 RS10025 WP 001109677.1 .LRQRHRTV.ADKQN......SMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQILSRKTKNNPVLVGDAG 237
NTDB id 289 SPD RS10700 WP 001109677.1 .LRQRHRTV.ADKQN......SMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQILSRKTKNNPVLVGDAG 237
NTDB id 377 SMU RS09275 WP 002262344.1 .IFEMRKPKKVKNSS......SFSDLMKPP.SVTGELADFTRDLTELARQGRLEPVIGREQEISRMVQILSRKTKNNPVLVGDAG 241
NTDB id 297 STER RS00545 WP 011680614.1 .IHDLRKPKKSKASA......NFANMMQPPQSSTGELADYTKDLTALAESGNLDPVIGRDEEISRMIQVLSRKTKNNPVLVGEAG 244
NTDB id 329 STU RS10020 WP 011225298.1 .IHDLRKPKKSKASA......NFANMMQPPQSSTGELADYTKDLTALAESGNLDPIIGRDEEISRMIQVLSRKTKNNPVLVGEAG 244
consensus * * * * !*** *!**!* * **!*!!!**!* !** *! !**!!!!!!*!**!

logo VGKSTAI
L
V
I
V
A
Y
L
EGLALQQKRI IAVNSDNSGAQEDVPEINQAFHGIEKMLHKMRQAKNDGSMKEKNQRI

V
Y
M
I
L
A
L
T
E
RLNDLMVAGSMVTNSLVVQANGTKRGVYIFRGEDQFEDERLMTKNQANQKVILVIMADKEDELVIQSERQSAEKADRKNPQEGHKNQDVIVI IMLFVIDE I

LHLETLI IMVGSAGGSGAMGSI EDSGASVNTI
N
L
MD

NTDB id 85 BSU 00860 NP 387967.1 VGKTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAGNIILFIDELHTLIGAGGA.EGAID 295
NTDB id 90815 NC3 RS06630 WP 236798045.1 VGKTAIAEGLALKIANGDVPNKLKNKQVYLLDVSSLVANTGVRGQFEERMKQLIKELQSRKNIILFVDEIHLLVGAGSA.EGSMD 206
NTDB id 601 KW2 RS02615 WP 021036805.1 VGKTAVVEGLAQKIVDGDVPQKLQNKEVIRLDVVSLVQGTGIRGQFEERMQKLMDEIRKRNDVIMFIDEIHEIVGAGSAGDGNMD 240
NTDB id 378 SMU RS02690 WP 002263569.1 VGKTAVVEGLAQKIVDGDVPQKLHGKNVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQRQDVILFIDEIHEIVGAGSAGDGNMD 247
NTDB id 281 KZH43 RS03550 WP 000882517.1 VGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASDGNMD 246
NTDB id 245 SPD RS03860 WP 000882517.1 VGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASDGNMD 246
NTDB id 243 SPR RS03635 WP 000882517.1 VGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASDGNMD 246
NTDB id 241 SP RS04015 WP 000882523.1 VGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASDGNMD 246
NTDB id 610 V4T04 RS10165 WP 012897346.1 VGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSSDPDVIIFIDELHTIIGAGGGMDSVND 309
NTDB id 287 SP RS11210 WP 001109712.1 VGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFIDELHTIMGSGSGIDSTLD 322
NTDB id 290 KZH43 RS10025 WP 001109677.1 VGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFIDELHTIMGSGSGIDSTLD 322
NTDB id 289 SPD RS10700 WP 001109677.1 VGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFIDELHTIMGSGSGIDSTLD 322
NTDB id 377 SMU RS09275 WP 002262344.1 VGKTALAYGLAQRIVDSAVPFELADMKVLELDMMSVVAGTRFRGDFEERMNQIIADIEADGHIVLFIDELHTIMGSGSGIDSTLD 326
NTDB id 297 STER RS00545 WP 011680614.1 VGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIILFIDELHTIIGSGSGIDSTLD 329
NTDB id 329 STU RS10020 WP 011225298.1 VGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIILFIDELHTIIGSGSGIDSTLD 329
consensus !!!*!* *!!!**!* **!! * ** !*****!**! !! !!*!** ***** ***!*!!*! **!*!** * *!



logo ASAGNI LKPSALARGDSTEFLHRQCMTL IVGATTYQLDHKAENEYQRKQYHI I EKDEAALSERRLMFAQRKP I
V
I
N
Q
K
T
I
V
E
D
Q
EPTSEPQVESADDESATFYMIAEDQTI LLRNQKGI

L
K
R
Q
E
P
D
S
A
K

R
S
T
K
F
YETAKDHYHGQRHVI

S
K
T
Q
F
I
Y
S
TDDQEAAVIMKESTACAAVHMNQTKGAMLASDSVHNR

NTDB id 85 BSU 00860 NP 387967.1 ASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQGLRDRYEAHHRVSITDDAIEAAVKLSDR 380
NTDB id 90815 NC3 RS06630 WP 236798045.1 AGNILKPALARGELQLVGATTLKEYR.QIEKDAALERRFQPVIVDEPTQDEAFEILKGIQDKYEAYHGVTYSDEAIKACVQLSSR 290
NTDB id 601 KW2 RS02615 WP 021036805.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVDETITILRGIQARYEDYHHVKYTDEAIEAAAHLSNR 324
NTDB id 378 SMU RS02690 WP 002263569.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVAETITILKGIQPKYEDYHHVKYTDEAIEAAANLSNR 331
NTDB id 281 KZH43 RS03550 WP 000882517.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNR 330
NTDB id 245 SPD RS03860 WP 000882517.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNR 330
NTDB id 243 SPR RS03635 WP 000882517.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNR 330
NTDB id 241 SP RS04015 WP 000882523.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNR 330
NTDB id 610 V4T04 RS10165 WP 012897346.1 AANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAILQGLREKFEDYHQVKFTDQAIKSAVMLSVR 394
NTDB id 287 SP RS11210 WP 001109712.1 AANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHRVQITDEAVETAVKMAHR 407
NTDB id 290 KZH43 RS10025 WP 001109677.1 AANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHRVQITDEAVETAVKMAHR 407
NTDB id 289 SPD RS10700 WP 001109677.1 AANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHRVQITDEAVETAVKMAHR 407
NTDB id 377 SMU RS09275 WP 002262344.1 AANILKPALARGSLRTIGATTQEEYQKHIEKDAALSRRFAKVTIEEPSEEEAYQILLGLKKSYETYHHVIISDAAVMAAVKGAHR 411
NTDB id 297 STER RS00545 WP 011680614.1 AANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLRSSYEDYHRVTITDAAVETAVKAAHR 414
NTDB id 329 STU RS10020 WP 011225298.1 AANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLRSSYEDYHRVTITDAAVETAVKAAHR 414
consensus !*!!!!!*!!!!*****!!!! !! !!!!*!!*!! * ***!*******!! !* **!**! ! *! !***** ** !

logo YMLI STQGSDKRKNHFLPDSKAIDL IMLDESASAGASATKAKMVKRQNGIVNLLSKRTSVAILDFNKANTHKFAQTVPQSKDKTAEPKNADLPRKDADELRSKYVDELINTEDHKNRQEKR I
L
D
A
S
T
I

D
Q
E
I
V
A
A
Q
R
E
A
E
K
N
D
K
E
L
P

A
L
K
A
N
Q
S
D
H
A
K
E
QAVTLKNQMIRAKTSDELNQGEERKDI

W
Y
F
Q
G
K
E
L
A
Q
K
S
A
K
R
V
A
H
R
S
T
K
Q
Y

K
Q
F
L
E
L
Y
I
R
A
K
D
E
T
A
K
Q

V
N
E
I
K
S
Q
A
E

A
R
K
I
L
Y
A
E
R
K
A
D
E
K
L
Q
R
M
I
L
V

Q
E
Q
S
Y
K
A
D
Q
K
E
F
N
T
K
KKSWKSK

E
L
P
A
K
I
V

D
L
Q
K
P
T
E
G
K
L
N
F
V
D

NTDB id 85 BSU 00860 NP 387967.1 YISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAVQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQG 465
NTDB id 90815 NC3 RS06630 WP 236798045.1 YIQDRHLPDKAIDLMDEAGSKANLSIDAASE..DELTNRLAQIAAEKQAALNEERYEKAAKLRDEEEAIEARLQ.N......KTN 366
NTDB id 601 KW2 RS02615 WP 021036805.1 YIQDRFLPDKAIDLLDESGSKKNLTLKFVDP..EDINRRIADAENKKNEATKAEDFEKAAHFRDQISKLRELQKQE......VTD 401
NTDB id 378 SMU RS02690 WP 002263569.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KEIDHRLIEAENLKAQATRDEDYEKAAYFRDQIAKYKEMQSAK......LDK 408
NTDB id 281 KZH43 RS03550 WP 000882517.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITD 407
NTDB id 245 SPD RS03860 WP 000882517.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITD 407
NTDB id 243 SPR RS03635 WP 000882517.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITD 407
NTDB id 241 SP RS04015 WP 000882523.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITD 407
NTDB id 610 V4T04 RS10165 WP 012897346.1 YMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAEAQEELSEAVIKLDIKASRTKEKAVEKIADKIYKF.....SVKE 474
NTDB id 287 SP RS11210 WP 001109712.1 YLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALMDGKWKQAAQLIAKEE..............EVPV 470
NTDB id 290 KZH43 RS10025 WP 001109677.1 YLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALMDGKWKQAAQLIAKEE..............EVPV 470
NTDB id 289 SPD RS10700 WP 001109677.1 YLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALMDGKWKQAAQLIAKEE..............EVPV 470
NTDB id 377 SMU RS09275 WP 002262344.1 YLSGKNLPDSAIDLLDEASATVQGLVKK..KAPAYL....T....DLDHALITNDYQLAKRLLKKEK..............KPLL 472
NTDB id 297 STER RS00545 WP 011680614.1 YLTSKNLPDSAIDLLDEASATVQVRIKK..EDKREI....T....PLDEALISGDIGAAVKQYKANQ..............KAKF 475
NTDB id 329 STU RS10020 WP 011225298.1 YLTSKNLPDSAIDLLDEASATVQVRIKK..EAKREI....T....PLDEALISGDIGAAVKQYKANQ..............KAKF 475
consensus !* * !!!*!!!!*!!** *** * * ** * !* * ** ** *



logo

K
D
E
P
Q

E
N
Y
D
K

E
M
N
P
R
K
T

H
Q
S
A
D
P
S
E
I
V
L

I
V
K
D
S
T
D
V
A
E
Q
E
D
S
K
A
N
Q
T
D
V
I
A
Q
V
M
L
E
M
S
V
A
Q
T
H

V
T
I
A
I
V
L
E
S
K
S
T
R
Q
W
K
L
S
T
Q
N
G
V
IP I

V
K
S
T
E
Q
G
E
Q
D
K
I
M
L
A
Q
K
T
A
K
E
Q
A
D
S
K
T
D
E
T
A
S
Q
D
T
S
K
R
K
Q

M
Y
L
K
I
L
E
H
N
I
M
L
D
A
E
K
N
R
V
D
S
A
E

I
R
D
ELKHTASKHRVVIGQEDAHQDEAI

V
E
V
D
S
A
S
K
V
IASRKAVIKRRASNQRAVSGVILAKGRKVDSTKSGHPHRNKRPMTIGSF ILMFVLGPTGVG

NTDB id 85 BSU 00860 NP 387967.1 QENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVG 550
NTDB id 90815 NC3 RS06630 WP 236798045.1 DKEHVVTAEDIQSIVEQKTGIPVGKLQADEQTKMKEIDVRLKARVIGQEHAVEKVAKAVKRSRAGLKSKHRPTGSFLFVGPTGVG 451
NTDB id 601 KW2 RS02615 WP 021036805.1 EDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVG 486
NTDB id 378 SMU RS02690 WP 002263569.1 ENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 493
NTDB id 281 KZH43 RS03550 WP 000882517.1 QDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 245 SPD RS03860 WP 000882517.1 QDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 243 SPR RS03635 WP 000882517.1 QDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 241 SP RS04015 WP 000882523.1 QDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 610 V4T04 RS10165 WP 012897346.1 DKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVG 559
NTDB id 287 SP RS11210 WP 001109712.1 .YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVG 554
NTDB id 290 KZH43 RS10025 WP 001109677.1 .YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVG 554
NTDB id 289 SPD RS10700 WP 001109677.1 .YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVG 554
NTDB id 377 SMU RS09275 WP 002262344.1 KKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVG 557
NTDB id 297 STER RS00545 WP 011680614.1 PKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVG 560
NTDB id 329 STU RS10020 WP 011225298.1 PKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVG 560
consensus **** * ** ***!* * * ****** *! *!*!!**!* * *!**!** !* * !!*!!!*!*!!!!!!

logo KTELSARKTQALADKIESVE I
V
LFDGDSKSAEEDSNAS ILML

IR I
L
V
FDMSEFYMEKFHASTAVASKR I

L INVGSAPPGYVGHYEDEAGGEQLTERKVRHRNNKPYS ILVVLI LFLDE I
VEKAHPDI

V
Q
M
F
H
N
I
V
M
M
F
LLQI

V
M
LED

NTDB id 85 BSU 00860 NP 387967.1 KTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLE 635
NTDB id 90815 NC3 RS06630 WP 236798045.1 KTELSKTLAEELFGSKEAIIRLDMSEYMEKHSVSKIIGSPPGYVGHDEAGQLTEKVRRKPYSIILLDEIEKAHPDVQHMFLQIME 536
NTDB id 601 KW2 RS02615 WP 021036805.1 KTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILE 571
NTDB id 378 SMU RS02690 WP 002263569.1 KTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLD 578
NTDB id 281 KZH43 RS03550 WP 000882517.1 KTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLD 577
NTDB id 245 SPD RS03860 WP 000882517.1 KTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLD 577
NTDB id 243 SPR RS03635 WP 000882517.1 KTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLD 577
NTDB id 241 SP RS04015 WP 000882523.1 KTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLD 577
NTDB id 610 V4T04 RS10165 WP 012897346.1 KTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILD 644
NTDB id 287 SP RS11210 WP 001109712.1 KTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLD 639
NTDB id 290 KZH43 RS10025 WP 001109677.1 KTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLD 639
NTDB id 289 SPD RS10700 WP 001109677.1 KTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLD 639
NTDB id 377 SMU RS09275 WP 002262344.1 KTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLD 642
NTDB id 297 STER RS00545 WP 011680614.1 KTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLD 645
NTDB id 329 STU RS10020 WP 011225298.1 KTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLD 645
consensus !!!!** !!* *!* ** **!*!!!!*!!!* ****!*!!!!!!**!*!*!!!*!! *!!!**!*!!*!!!!!!* * !!***



logo DGFVRVLTDATGSRKQGRKTVSDFRSKDNSATFLI LI IMTSNVALGSTASGTDEKAKSVTLKRAREDNDVAKKNYSTVGFNQGSVAESQAKNQSTDRFIEETRSGAHQFNDYHQSKQEDINAERMKQETDQASKNKRSLMIV I
F
M
L
D
E
G
Q
S
ELSGKADRNKHVYSAFYFKSRPEFLMINRFIDSGENKIVIQEVFDQSKHNASLDGESQESKKQEDEDQHNI

M
L
E
R
T
V
H
Q
L

NTDB id 85 BSU 00860 NP 387967.1 DGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLT 720
NTDB id 90815 NC3 RS06630 WP 236798045.1 DGRLTDSQGRTVSFKDTFIIMTSNAGSTDKKA.VKVGFQSEQEEA...IEEQSLIDSLSAYFKPEFLNRFDSIIQFDSLDKDDLV 617
NTDB id 601 KW2 RS02615 WP 021036805.1 DGRLTDAQGRTVSFKDSLIIMTSNAGTGKV.E.ASVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLL 649
NTDB id 378 SMU RS02690 WP 002263569.1 DGRLTDGQGRTVSFKDTIIIMTSNAGTGKS.E.ANVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLL 656
NTDB id 281 KZH43 RS03550 WP 000882517.1 DGRLTDGQGRTVSFKDAIIIMTSNAGTGKT.E.ASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLL 655
NTDB id 245 SPD RS03860 WP 000882517.1 DGRLTDGQGRTVSFKDAIIIMTSNAGTGKT.E.ASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLL 655
NTDB id 243 SPR RS03635 WP 000882517.1 DGRLTDGQGRTVSFKDAIIIMTSNAGTGKT.E.ASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLL 655
NTDB id 241 SP RS04015 WP 000882523.1 DGRLTDGQGRTVSFKDAIIIMTSNAGTGKT.E.ASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLL 655
NTDB id 610 V4T04 RS10165 WP 012897346.1 DGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIE 729
NTDB id 287 SP RS11210 WP 001109712.1 DGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQ 724
NTDB id 290 KZH43 RS10025 WP 001109677.1 DGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQ 724
NTDB id 289 SPD RS10700 WP 001109677.1 DGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQ 724
NTDB id 377 SMU RS09275 WP 002262344.1 DGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIR 727
NTDB id 297 STER RS00545 WP 011680614.1 DGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLH 730
NTDB id 329 STU RS10020 WP 011225298.1 DGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLH 730
consensus !! *!!* !! ! !* ***!!!!! ! * *** *!!!** ** *! **!!!*!! ! * ! !* * *

logo

H
D
K
E
Q

V
IVDSEKI

L
L
MS
V
L
D
A
K
E
Q
S
D
P
V
L
S
T
V
I
N
Q
E
S
A
K
H
A
Q
S
R
I
L
G
T
K
S
A
R
V
D
S
E
Q
K
N
A
D
N
G
L
I
T
D
H
S
R

I
V
L
E
H
S
D
K
F
L
V
Q
T
N
Q
A
P
D
E
A
K
S

V
A
V
L
K
A
E
K
H
L
K
V
I
LVALKENDAEVDQLGFVYHNDALIPAKEFYMGARPLRKRATLIQKEDTNQHYE I

VEDALQRSTKMILSATDEEIQFYL IYL ILRGSKEEHNGKNEQDPQEIVLSAHKLQYEVTSAKEQDGFNSQLVHIKTI
V
A
L
I
S
D
V
K
V
L
M
I
D
E
I
T
G
A
I
C
V
D
E
H
Q
K
S
N
A
D
K
D
E
K
G
E
I
Q
N
K

F
V
I
L
I
T
V
Q
K

K
S
V
F
I
A
N
T
D
K
A
T
Q
V
I
S

NTDB id 85 BSU 00860 NP 387967.1 EIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKT 805
NTDB id 90815 NC3 RS06630 WP 236798045.1 KIVDLLLKDLSEQLKEQNLTVHVTNEAKEKIAELGYHPAFGARPLRRTIQEHVEDQMTDILLEEEQLTGFTVDVE.HDEIVVKKS 701
NTDB id 601 KW2 RS02615 WP 021036805.1 KIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQLVADLI.DDKIVISNQ 733
NTDB id 378 SMU RS02690 WP 002263569.1 QIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKELKAIMT.SNGKIVIKA 740
NTDB id 281 KZH43 RS03550 WP 000882517.1 QIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGNIQIKS 739
NTDB id 245 SPD RS03860 WP 000882517.1 QIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGNIQIKS 739
NTDB id 243 SPR RS03635 WP 000882517.1 QIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGNIQIKS 739
NTDB id 241 SP RS04015 WP 000882523.1 QIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGNIQIKS 739
NTDB id 610 V4T04 RS10165 WP 012897346.1 QIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQ 814
NTDB id 287 SP RS11210 WP 001109712.1 EVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDI 809
NTDB id 290 KZH43 RS10025 WP 001109677.1 EVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDI 809
NTDB id 289 SPD RS10700 WP 001109677.1 EVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDI 809
NTDB id 377 SMU RS09275 WP 002262344.1 HIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDI 812
NTDB id 297 STER RS00545 WP 011680614.1 DIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTV 815
NTDB id 329 STU RS10020 WP 011225298.1 DIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTV 815
consensus *! *** * * ** * * ** * *** !*** *!!!!!!***! *!! *** ** * * * * *



logo

I
S
T
V
A
A
N
Q
V
K
E
KTNVAETVTVKDTSEKSAETVKPSEADKE

NTDB id 85 BSU 00860 NP 387967.1 TAKTN.......... 810
NTDB id 90815 NC3 RS06630 WP 236798045.1 ............... 701
NTDB id 601 KW2 RS02615 WP 021036805.1 TQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 SNK.VETVTKATSD. 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 AKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 AKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 AKK.AEVKSSEKEK. 752
NTDB id 241 SP RS04015 WP 000882523.1 AKK.AEVKSSEKEK. 752
NTDB id 610 V4T04 RS10165 WP 012897346.1 IV............. 816
NTDB id 287 SP RS11210 WP 001109712.1 A.............. 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 A.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 A.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 V.............. 813
NTDB id 297 STER RS00545 WP 011680614.1 V.............. 816
NTDB id 329 STU RS10020 WP 011225298.1 V.............. 816
consensus

X non conserved

X similar

X ≥ 50% conserved


