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NTDB id 90780 TM2 RS14630 WP 236810048.1 MRKFYSKLTVVLVILSFIYVIYISYINVFNIFVGAAVKENSQGQLEVVDVDNFTDSYLAGVRKGDIILEVNGNKKPVEEVKRGFL 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
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NTDB id 90780 TM2 RS14630 WP 236810048.1 ANVKSLVVDRHGDKIDLENVRLLS...QANLFIYLIPVILYSICLFCIFMILKMNKANQKESAYILALFLLAVSIGYVSSGGSGK 167
NTDB id 91 BSU 31690 NP 391047.2 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
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NTDB id 90780 TM2 RS14630 WP 236810048.1 GEAISRILVIVTMNIVPPLYMHFMYQYLKELGTEIIRRRVLFYLYLVPVTNVLLVLFYKNKAGPVDLLAYVNLLSFFVLAFLSII 252
NTDB id 91 BSU 31690 NP 391047.2 GHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRIS..FLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSFS 253
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NTDB id 90780 TM2 RS14630 WP 236810048.1 ITIRAAKKLKDNEVSNVLRAFALILISAFSPFMLFFIIPYFFGI.YFISPYVVASFVLLIPFFLVYQFMSNKLYNVDFFMGRIKY 336
NTDB id 91 BSU 31690 NP 391047.2 AIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRY 338
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NTDB id 90780 TM2 RS14630 WP 236810048.1 YGFLAITPTILVVVLFDFIQKPNANFYTVKFTIITYILMLTVFYFKEIIDFRFRLKRFSEKHNYQDSIFKFTQLIREASSLHQVL 421
NTDB id 91 BSU 31690 NP 391047.2 YALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVF 423
consensus !* !!* !!*!*! * * *!* !* ***! !!!!!!**!!*!!!!!!!!!*!!!!!!!!*!!!*! *!!*!!

logo

K
Y
E
HLKNYTI LDEVLLVVNSKAFYTVFLEVKTAPDGHKQI

V
I
V
E
F
I
LDEKSHI EEVGSPQDLWKNEFYQVDEEQFEQDNI

V
L
T
G
SE I

VGKI I EGLVDNKQGFLMMKI
VGERGGHSSFYVI

L
C
LCLSNI

L
N
R

NTDB id 90780 TM2 RS14630 WP 236810048.1 YHLKYTILEVLVVNKAFVLEVKADGQIVEIDESIEESQLWKEYVDQFQDILGEVGKIIGLDKGFMMKIGERGGHSFVICCLSNLR 506
NTDB id 91 BSU 31690 NP 391047.2 KELKNTILDVLLVSKAYTFEVTPDHKVIFLDK.HEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNIN 507
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NTDB id 90780 TM2 RS14630 WP 236810048.1 TPKLTRDEISWLKTLAFYTSVSLENVVKIEELMEHLEDLKQREANPAWLKKVMFAMEEKQRSDLARDLHDSVLQDLISLKRQSEM 591
NTDB id 91 BSU 31690 NP 391047.2 TPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCEL 592
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NTDB id 90780 TM2 RS14630 WP 236810048.1 FLTNFQN..NQCPTSIENSLISWNEQMSKVIQTTRETCHELRPQLLYDLGLVKAISKLTSQIQEEAPFHIRLNTTRFDKELDIDI 674
NTDB id 91 BSU 31690 NP 391047.2 FLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASL..DL 675
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NTDB id 90780 TM2 RS14630 WP 236810048.1 DSQLNIYRIVQELLSNALKHSKASQVLVMLICIKDQVVLHYEDDGVGFDASQLDQHTMSMGLSGIRERVKALNGKLQIHTAPEKG 759
NTDB id 91 BSU 31690 NP 391047.2 DSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKG 760
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NTDB id 91 BSU 31690 NP 391047.2 FKADIEIEL 769
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