
logo MLAELSTIKNFAI I EELTVSFEKRGLTVLTGETGAGKS I IMIDAI
VSLLVGGRGSSEFVRYGEAKKAELEGLFLLVEPASDGHPVFLAGLVCAEEQGI

NTDB id 90766 TM2 RS11055 WP 041506971.1 MLAELTIKNFAIIEELTVSFEKGLTVLTGETGAGKSIMIDAVSLLVGGRGSSEFVRYGEKKAELEGLFLVPADHPVFALCEEQGI 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGI 85
consensus !!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!** !!! **! !!!!

logo DAVSDEMI
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I
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L
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VNGKLVTIASLSLRE I
VGRLLLDIHGQHDNQLLMEDENHLHQLLDKQFAGAGADE I

V
A
E
P
SALKSQTYQEAGYDQQRYMV

NTDB id 90766 TM2 RS11055 WP 041506971.1 DASDEMMILRRDINQSGKSICRINGKLVTISLLREVGRLLLDIHGQHDNQLLMEDENHLHLLDQFGADEIAPALSQYQEAYDQYM 170
NTDB id 352 BSU 24240 NP 390304.2 DVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRYV 170
consensus ! !!!!***!!!! !!!!*!!*!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!*!!! !** !* *!! !!!*! !*

logo KLTALKQKLKQLSENSEQEMAVHRLDL ILQFQLEE I EASAKQLELPGNEDEKQLQEERHQQI SNFEKI FYESSLQNAYNALRNSEQGGLDWVGMASASEQLE
NTDB id 90766 TM2 RS11055 WP 041506971.1 KTAQKLKQLSENEQEMVHRLDLLQFQLEEIEAAQLEPGEDEKLQEERHQISNFEKIFSSLQNAYNALRNEQGGLDWVGMASSELE 255
NTDB id 352 BSU 24240 NP 390304.2 KLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE 255
consensus ! !!!!!!! !!!! !!!!!*!!!!!!!! ! !!* !!! !!!!!*!!!!!!!!* !!!!!!!!!! !!!!!!!!!!!! !!

logo

D
Q
I
VSDE INDEDPLKKLMSEQSVSNSYYLLEDASTFQMRNSMLDEQLEFDPAERLDNFYI ESTRLNE I

MKQLKRKYGATTVEDE I LEYAASKI EEE IDQI EQNR
NTDB id 90766 TM2 RS11055 WP 041506971.1 QVSEINDDLKKLSEQVSNSYYLLEDSTFQMRSMLDQLEFDPARLDFIESRLNEMKQLKRKYGTTVEEILEYAAKIEEEIDQIQNR 340
NTDB id 352 BSU 24240 NP 390304.2 DISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIENR 340
consensus *!*!!**!!!*!! !!!!!!!!!! !!!!! !!! !!!!! !! *!!*!!!!*!!!!!!!! !!!*!!!!! !!!!!!!!! !!

logo DSHLQSTLKKNEKLDAS IVGSKRDAVALLVEAALNVSEQI
LRKKTWAKKLADKEHIHQARELKDSLYMEKSSTFDTAEFKTI

VRTYAPSFRGNSETDEACPLLVDNGKQPVQLGTEKNQGI
NTDB id 90766 TM2 RS11055 WP 041506971.1 DSHLQTLKNKLDAISRDALLEALNVSELRKKWAKKLAKHIQAELKDLYMEKSSFDTAFTIRYAPFGSTDCPLLDGKPVQLGKNGI 425
NTDB id 352 BSU 24240 NP 390304.2 DSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASR.NEEAPLVNGQPVQLTEQGI 424
consensus !!!!!*!! !! * *! *!! !!! *!! !!!!!! *!* !!! !!!!!!*!!! ! *! !* * **!!* ! !!!! *!!

logo DLQAVKQFLVI STNPTGEPLMKSLSKVASGGE I
LSRVMLAI

VKS I FSASKQQDEVTS I I FDEVDTGVSGRVAQAIAEKIHYKVASAIGSQVLC ITHLPQ
NTDB id 90766 TM2 RS11055 WP 041506971.1 DQAQFVISTNPGEPMKSLSKVASGGEISRVMLAVKSIFSAKQEVTSIIFDEVDTGVSGRVAQAIAEKIYKVAAGSQVLCITHLPQ 510
NTDB id 352 BSU 24240 NP 390304.2 DLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQ 509
consensus ! !*!!!!*!!!*!!!!!!!!!!!*!!!!!!*!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!

logo VAAMADTHLFYIASKERALKADGRTMTTNRVKPLSDKDQEKVASE IGRMIAGVEVTDELTKQRHAKELLHKQADNDQVKTTG
NTDB id 90766 TM2 RS11055 WP 041506971.1 VAAMADTHLFISKRAKAGRTMTNVKPLSDDEKVSEIGRMIAGVEVTELTKQHAKELLHQANDVKTTG 577
NTDB id 352 BSU 24240 NP 390304.2 VAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!!!*! ! ! !!! ! !!!!! !!! !!!!!!!!!!!!*!!! !!!!!!*!! !!!!!



X non conserved
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X ≥ 50% conserved


