
logo MIRYPNGKSTFYQP I
K
H
Q
Q
S
I
V
G
S
S
T
K
Q
K
N
R
S
I
Q
K
S
G
R
A
E
P
SSYSNRGMTLEADDLNETNKQYYLTVNGQIAVIHKKPTPVQIVNVDHYPKRSAAVIKEAYFKQSS

NTDB id 90764 TM2 RS10100 WP 048001894.1 MIRYPNGKSYQPIQQIGTKKRISGESSYSNRGMTLEADLNETNQYYLVNGIAVIHKKPTPVQIVNVDYPKRSAAVIKEAYFKQSS 85
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAYFKQSS 85
consensus !!!!!!!!**!! * * * *!!!!!!!!!! !!!!!! !!! ! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!

logo TTDYNGI
VYKGRYIDFEAKETKNSKTTSFPLKQNFHDHQI EHMKQVEKAKQDGGICFVI I SAFDGQSVYFYLESADSDKLFFYFWDERKQEQKQNGRKS IRSKDN

NTDB id 90764 TM2 RS10100 WP 048001894.1 TTDYNGVYKGRYIDFEAKETKSTTSFPLKNFHDHQIEHMKQVEKQGGICFVIISAFGSVYYLSASDLFFFWERQQQNGRKSISKN 170
NTDB id 117 BSU 22310 NP 390112.1 TTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIISAFDQVYFLEADKLFYFWDRKEKNGRKSIRKD 170
consensus !!!!!!*!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!! ! !!!!!!!!!! !!*! ! !!*!!*! !!!!!! !

logo ELEMEATAGHYLP I
M
S
TLGYASPR IDYIKS IV I

VEQTLHYFSDPESSGKAHHKGLRSKKV
NTDB id 90764 TM2 RS10100 WP 048001894.1 ELMEAGHLMTLGYSPRIDYIKVVETLHFSDESKHHLRSKKV 211
NTDB id 117 BSU 22310 NP 390112.1 ELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG..... 206
consensus !! ! *****!!! !!!!!! **! !*!!* ! ** *****

X non conserved
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