logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

90761 TM2 RS08340 WP 007499480.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.

90761 TM2 RS08340 WP 007499480.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.

90761 TM2 RS08340 WP 007499480.1

124
462
412
170
280
205
239
538
510

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.

=

i

NIGSINNKAETITAVG E LIMGQIWNTNAQFEF SIQNLAEIGV VY

INNYIKAETITAVG E LIMGQIEIWNTNAQFEF SPQNLAEIGV V  BITAVGDN|@2RL|qN
BMKAE
MAMK EITAVGTEILTGQIVNTN QFLSEKIY
BAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEWRLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL
AMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEWRLLSLLEIASQRSSLVILTGGLGIITEDDLTKQTL,
MAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEWRLLSLLETIASQRSSLVILTGGLGHH
MAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEWRLLSLLETIASQRSSLVILTGGLGH)
MAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEIMRLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL
AMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEMRLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL,

(s TR

Pl IR SAGNEK WS\VLRFFGIGESQLIATHLIYDLIDIQT
PIRLIRQSIE - 1K \YSPSVLRFFGIGES QLIFNNLIAD ' IDINQT 'PT 'APIMAIGEVTLRL (FXK)s| 13 - JERNANT G EVRY T I

el

T e T L

AN} RS I|3 GGLGPTI|SDDLTK T
IIAR RSBy Il GGLGPTJDDLTK T
IAVGTEILTGQI NTNAQFLSEKEAE G DVYFSTAVGDNEMRLLSHLE ASERS)| V LEGGLGPTEDDLTKQTL

AE G DVYFQTAVGDNERRLLS LEIIARf RSPL L{GGLGPTEDDLTKQTL

TEDDLTKQTL
TEDDLTKQTL

N B e Y o I Y e B ey I ey e R Y I R Y Ry ooy Ry W N oy ey W

I Dol Do MO v A BT SELKY Vol

LPGPPSEL PM|gaN LY
LPGPPSEL PM|3aN LY

AWFLG NILVEDARARIK LDRIF F ASR PRRIR TPNNERQAQIVEG [JILANEIGLAVGG ENDGVTY VLPGPPSELKMGPELL
AKFL BLVFDIGNAQE LDJAFFASRPIENRTPNNEFQAQI AG

NPLEINISTGLAVGG LER\DGVTYVVLPGPPSELKPMVENY LL
FEyRRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGIMLEVDGVTYVVLPGPPSELKPMVLNQLL

FFAJBRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGIMLEVDGVTYVVLPGPPSELKPMVLNQLL
FFAIRRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSELKPMVLNQLL
FFANRPDYARTPNNERQAQIVEGARPLPNETGLAVGG LEVDGVTYVVLPGPPSELKPMVLNQLL
FFAWNRPDYARTPNNERQAQ VEGAIPLPNETGLAVGG LEVDGVTYVVLPGPPSELKPMVLNQLL

T

DA T TR el g

IRV VA DGANNRAREAISHEDEKIHTERLIRK ET|2A[NRNS

*k | kkx * x|k * k %

a5

[ kokok Dokokok Dok ook Dok |k | oskokokookok S

[(NMNLYSRVLRFFGIGESQLVT LAD IDIMQTDPTLAPYAKIGEVTLRLSTKA SQEEANISIL [NLE)N0, T L():50 s

UL LD DD Db Dok Do o Dok |

NN oy N N N R Ry e

! %%

Pksk D skk kokoskok

169
169
166
166
166
166
166
166
166
166

249
249
245
245
247
247
247
247
247
247



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

90761 TM2 RS08340 WP 007499480.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.

90761 TM2 RS08340 WP 007499480.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.

90761 TM2 RS08340 WP 007499480.1

124
462
412
170
280
205
239
538
510

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1
SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SPD RS09270 WP 000642701.1

SMSK321 RS11060 WP 000642686 .
SM12261 RS08320 WP 000642690.

=

e T ol S s e ALt

ATSCAZANTONL IMGKT AAAESLT G FI3AT WDIBAGASS IIRIGRAVEY N VISQQVIEGCREET|®S S
NTSLIRSY FRFNOKINGGHTI - AAESIIT - GLERIAN  pyDISIS G A SJX FING G V(®Y 1] ° WUK[eJRYLE 1o eouy
ASI

. . KIRADNIF VAR A NSV K T\Y A TRIBAEK R QWA T V] Q GueGe A L[V ERSIT. A LMD QP YigS(eXe KWV G QMG I EF

QYLID |3YGYGEERSLEN Vg MLKIRSGKTIAAESLTAGLFQAJJ ADF G FISGGEF TYS EEK RML{¢IPjal. |BHGV
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGUSSIFIMGGFVTYSLEEKSRMLDIPEKMLEEHGV
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGUSSIFRGGFVTYSLEEKSRMLDIPEKNLEEHGYV|
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGUSSIFRGGFVTYSLEEKSRMLDIPIKNLEEHGYV|
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGUSSIFRGGFVTYSLEEKSRMLDIPEKNLEEHGYV|
SLRDMCYGYGEEJISLASIVVEELK QGKTIWAAESLTAGLFQATVADFSGASSIFISGGFVTYSLEEKS MLDIP|KBLEEMGV
SLRDIBCYGYGEETSLASIVVEELKRQGKTI AESLTAGLFQARIVADFSGASSIFINGGFVTYSLEEKS MLDIPWKMLEERGV

kkkkkkok |k | ko |1 oskosk ok sk sk k ok * %k | | 1% * 5k 3k k %k %k % % % | sksksksk sk kk ok sk sk sk kkkkkk Xk % %k %k %k %

e e TN el e Te sR@iR U v Lvag

V SESNGAINANA E[XYRIQNTIES DG I S|FTGVAGP PHEGQPVGKVFIGL TKDQ FEWMFT[¢S . 358G N3} RAVKYG.H.LLKL
KECEASELEKGVQKLYG[SIY I {€aRs|Fpaeatyyes=) E$
A

Q D ISLTGVAGPDSLEGNPRAGTVFIGL EEPGITIWATKVIMIGGRSR DVR)Y IA....
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ QGTEVIKVNIGGRSRADVRHT AR

VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ QGTEVIKVNIGGRSRADVRHI A
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ QGTEVIKVNIGGRSRADVRHT A
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ QGTEVIKVNIGGRSRADVRHT A
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPPIGTVFIGLAQ BIGTEVIKVNIGGRSRADVRHI AJNNES

VSEFTAQKMAEQARMKTQSDFG SLTGVAGPDSLEGHPE\GTVFIGLAQ QGTEVIKVNIGGRSRADVRHT AN
%k sk sk k ok ok | ok ko k * | % * | * |k ok * | %k 5k 3k 5k %k >k >k ok k sk k k ok ok |k *kk | k% * % * %k *

E....... 416
K.ovnn.. 416
....... 393
TINBSHKNLV 418
418
418
418
418
418
418

* %k ok %k ok

K non conserved
B similar
> 507 conserved

331
331
313
328
332
332
332
332
332
332

415
415
391
409
413
413
413
413
413
413



