
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDAKIYAKLRELDRNQGSTGPLVSTDE I
TKKDEFVRSTEKRKPTDSLPVLAELAAQE I

MRSYNQPQPQASQQTQ
NTDB id 90757 TM2 RS06940 WP 236798047.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDAIYAKLRELDRQGTGLVTDTKKEVRTERKTDSLPVLAELAAQEMRSYNQPAQTQ 85
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSP..SEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQSQQQ 83
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!****** !!* !*!*!*!!!!!!!!!!!!!*!!!*** ! !

logo SNVQVPTTSLGQLTGQQS ILNSGSALPAVGIPDEGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTFMQSL IKM
NTDB id 90757 TM2 RS06940 WP 236798047.1 SNVTTSLGTGQLNGAPVGIPEGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQSLIKM 170
NTDB id 79 BSU 14240 NP 389307.1 SVQP...QLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQSLIKM 165
consensus ! **** * ! !!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YPEVKKPYRGQYI LEGDE I EQSTAEDEESANE
NTDB id 90757 TM2 RS06940 WP 236798047.1 YPEVKKPYRGQYILEGDIQTEDE... 193
NTDB id 79 BSU 14240 NP 389307.1 YPEVKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!!!!*! * * ***

X non conserved

X similar

X ≥ 50% conserved


