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NTDB id 90747 TM2 RS05615 WP 017360174.1 KGVNLIIGHGNEYSEIFNLISEDYPKTQFITVNGGKPQADNVTNVTFKGEAMGFFGGMTAAHMSKTKKIGILATYDWQSEVDGFI 170
NTDB id 94 BSU 11300 NP 389012.2 RGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISN.AKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFTWQPEVDGFI 167
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NTDB id 90747 TM2 RS05615 WP 017360174.1 KGAKYQDEHVQVLAEFVENWDDADKAVNLYQKLKKQGVDVVYPAGDGYNIPVIEQIKTDNLSAIGYVTDQSNLGSHTVLTSTVQH 255
NTDB id 94 BSU 11300 NP 389012.2 KGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDLGENTVLTSTVQN 252
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NTDB id 90747 TM2 RS05615 WP 017360174.1 VDKAYSIIAKKFNEGKLNEQGEYSFDFKEGVIEMGKFSSTIDRAFVKDIEKDIANYKKTGKLPNEK 321
NTDB id 94 BSU 11300 NP 389012.2 VDKAYEIIAEQFNKGTLEG.GDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
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