
logo

MQNKK
MI LACDVGLKR IG I

LAAVLTLQLNGI
V I LP I

LEAP I LRHKNRNQASKRDELSDE I
LLQRETKRENI EQI

VLVVGKLPHSEGGSVYAEHSDTNRAKR I ELHF IVGKLVADFKS
NTDB id 90433 L6423 RS08390 WP 237014197.1 MQNKKILACDVGLKRIGLAVTQLGIILPIEPILRKNRNQASKELSEILQTREIEILVVGLPSGGVAEHSDTRKRILHFVGLVAFS 85
NTDB id 1213 C694 RS01715 WP 000599146.1 ....MILACDVGLKRIGIAALLNGVILPLEAILRHNRNQASRDLSDLLREKNIQVLVVGKPHESYA...DTNARIEHFIKLVDFK 78
consensus **** !!!!!!!!!!!!*! !*!!!*!*!!!*!!!!!!**!!**! * ! *!!!! !* !***!! !! !!* !! !

logo GE IVFYIDNEDRYSTS ILEALYEQNSLSAEHYLMGKVKNKRLRLRAI IQKDGRLDSLSACTLR I LERFYCLEQKSNVLNKPLNH
NTDB id 90433 L6423 RS08390 WP 237014197.1 GEIVYIDEDYTSLEALQSSAYMGVKNRLRIQKDGRLDSLSATLILERFLESNNPL. 140
NTDB id 1213 C694 RS01715 WP 000599146.1 GEIVFINEDRSSIEAYENLEHLGKKNKRLAIKDGRLDSLSACRILERYCQKVLKNH 134
consensus !!!!*! !! *!*!! **! !!* !!!!!!!!!!* !!!!** * *

X non conserved

X similar

X ≥ 50% conserved


