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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .......MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGE.ALSVADVTALLHAMMDDARQAEFKQTRE 67
NTDB id 90410 Cthiooxydans RS23435 WP 003068462.1 MERDQASKFINDLLKLMVSRNGSDLFITAEFPPAIKIDGKVTKVSPQPLNQLHTLALARSIMNDRQVADFEHTKE 75
NTDB id 1203 PSJM300 01605 AFN76401.1 .......MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHE 68
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .......MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHE 68
NTDB id 1307 DR RS10055 WP 010888596.1 ...MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRE 72
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .......MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFE 68
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .......MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFE 68
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .......MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLE 68
NTDB id 1202 PSJM300 01600 AFN76400.1 .......MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLE 68
NTDB id 1020 ACIAD RS04210 WP 011182164.1 .......MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKLE 68
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 .......MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLE 68
NTDB id 1060 ABD1 RS04380 WP 000355489.1 .......MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLE 68
NTDB id 1040 H0N27 RS13360 WP 000355489.1 .......MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLE 68
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAA 140
NTDB id 90410 Cthiooxydans RS23435 WP 003068462.1 CNFAISPAG.VGRFRVNAFMQQGKVGMVLRTIPSTLPTIDGLGVPQVLKEVTMTKRGLCILVGATGSGKSTTLAA 149
NTDB id 1203 PSJM300 01605 AFN76401.1 CNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAA 142
NTDB id 1019 ACIAD RS04205 WP 004922051.1 CNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLAS 143
NTDB id 1307 DR RS10055 WP 010888596.1 LDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLAS 146
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1259 GCO85 RS10305 WP 010947729.1 TDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1202 PSJM300 01600 AFN76400.1 TDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1020 ACIAD RS04210 WP 011182164.1 TDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAA 142
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAA 142
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAA 142
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 MTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTF 215
NTDB id 90410 Cthiooxydans RS23435 WP 003068462.1 MVDWRNENSFGHIITVEDPVEFVHPHKNCVVTQREVGLDTESWEAALKNTLRQAPDVILMGEIRDRETMEHAIAF 224
NTDB id 1203 PSJM300 01605 AFN76401.1 MIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAF 217
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAF 218
NTDB id 1307 DR RS10055 WP 010888596.1 MIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTA 221
NTDB id 1283 ACE17W RS02630 WP 010947729.1 VIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTA 217
NTDB id 1259 GCO85 RS10305 WP 010947729.1 VIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTA 217
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTA 217
NTDB id 1202 PSJM300 01600 AFN76400.1 MLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTA 217
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTA 217
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 MLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTA 217
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTA 217
NTDB id 1040 H0N27 RS13360 WP 000355489.1 MLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTA 217
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 AETGHLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIAD 290
NTDB id 90410 Cthiooxydans RS23435 WP 003068462.1 SETGHLCLATLHANSANQALDRIVNFFPEERRPQLLMDVSLNLRAIISQRLIPKQDSKGRVAAIEVMLNSPLIAD 299
NTDB id 1203 PSJM300 01605 AFN76401.1 AETGHLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAAD 292
NTDB id 1019 ACIAD RS04205 WP 004922051.1 AETGHLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSD 293
NTDB id 1307 DR RS10055 WP 010888596.1 AETGHLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRA 296
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AETGHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLK.KNKGGRVAALEIMMCTGAIRN 291
NTDB id 1259 GCO85 RS10305 WP 010947729.1 AETGHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLK.KNKGGRVAALEIMMCTGAIRN 291
NTDB id 1194 PAKAF RS01995 WP 003084552.1 AETGHLVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIK.KIGGGRVAAHEIMIGTPAIRN 291
NTDB id 1202 PSJM300 01600 AFN76400.1 AETGHLVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLK.KVGGGRVAAHEIMIGTPAIRN 291
NTDB id 1020 ACIAD RS04210 WP 011182164.1 AETGHLVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLK.KEGGGRVAAHEIMIGIPAIRN 291
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AETGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRN 291
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AETGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRN 291
NTDB id 1040 H0N27 RS13360 WP 000355489.1 AETGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRN 291
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 LIRRGELHELKATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYG...SGSLQN 362
NTDB id 90410 Cthiooxydans RS23435 WP 003068462.1 LIFKGEVVEIKEIMKKSRNIGMQTFDQALFDLFESNLITYEDALRNADSVNDLRLQIKLNSQRARTLDLAAGTEH 374
NTDB id 1203 PSJM300 01605 AFN76401.1 LIRKGEVHELKGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QG 366
NTDB id 1019 ACIAD RS04205 WP 004922051.1 YIRQGEIYKIKELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSE 368
NTDB id 1307 DR RS10055 WP 010888596.1 LIREGKTFQITSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPP 371
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LIREDKIAQMYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF...................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 LIREDKIAQMYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF...................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LIREDKVAQMYSAIQTGGSLGMQTLDMCLKGLVAKGLISRENAREKAKIPENF...................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 LIREDKVAQMYSSIQTGGSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQPENF...................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 LIREGKVAQMYSSIQTGATHGMTTLDQSLKQLLAKGIINLPTARAVAKSPESF...................... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LIRENKVAQMYSAIQTGANHGMTTLDQSLKGLVSRGVISPQTARTAAKQPESFL..................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LIRENKVAQMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL..................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 LIRENKVAQMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL..................... 345
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VK....IDME..................................... 368
NTDB id 90410 Cthiooxydans RS23435 WP 003068462.1 LT....IV....................................... 378
NTDB id 1203 PSJM300 01605 AFN76401.1 LT....LEMSDDDPGRSFR............................ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ME....RKMTFDGQRRNLK............................ 383
NTDB id 1307 DR RS10055 WP 010888596.1 VPAYNSASSSSTGRGGDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ............................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ............................................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ............................................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 ............................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ............................................... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ............................................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ............................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ............................................... 345
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