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NTDB id 1028 TT RS08215 WP 011173991.1 GKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLA 447
NTDB id 1306 DR RS10060 WP 027479822.1 GKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLI 447
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIFHAQELTEQLSHIFGLPETDLSRYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFA 116
NTDB id 1293 VP RS12240 WP 005479695.1 GFFTSSELAEHLSSIFGLSQPELSQYEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFA 116
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GFFQSHELTEHLSSVFGLSCTSLNQYEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFA 116
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KILSAEQIALTAAQNFGVPMLDINCIDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFH 124
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NTDB id 1028 TT RS08215 WP 011173991.1 LKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAK............EF....AKKQAEEEV..PSPLELDE 504
NTDB id 1306 DR RS10060 WP 027479822.1 TG.....KEILPAVMAEKDIIRLIERYFGEKGFEKLNK............EL....AERNKTQQSQEADLSVADE 501
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TG.....LQVELALADHRALQAAIRRLYGRSIQGAANQ.....GKEISQDELANL..VKVSDDELQSIEDLSQDD 179
NTDB id 1293 VP RS12240 WP 005479695.1 TG.....LQVELVLADFRELSTAIRRLYGRSLSHEKSG.....LKEINQEELASL..VDVGADEIDNIEDLSQDE 179
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TG.....LQVELVLADFRELTAAIRRLYGRSLGQEKSG.....LKEINQDELAGL..VDIGEDEIENIEDLSQDE 179
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TG.....LNTHAIVVETDKLSALIDNLLTAKESQGLSEYVEDSG.DLEGLE..IS..A.DDEDQDIDTATSVTDD 188
NTDB id 1110 NGFG RS09235 WP 003689817.1 AG.....IAVELVIVEDDQLAGLLDWVGSR.STSLLQELGEGQEE............EESHT...LYIDNEEAED 169
NTDB id 90401 Cthiooxydans RS04005 WP 039049614.1 TQ.....LLVDWVVVEADKLQKLVEQTGKS.VSESLDSYSSSGDFDFDDVK......IEDAPEEKDNAVGAEVED 194
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SK.....LLVEPVIVEHHKLEKVLGQH...........FAEESSFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDE 183
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NTDB id 1028 TT RS08215 WP 011173991.1 SAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQD 579
NTDB id 1306 DR RS10060 WP 027479822.1 SAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQD 576
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQD 254
NTDB id 1293 VP RS12240 WP 005479695.1 SPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQD 254
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQD 254
NTDB id 1251 GCO85 RS07725 WP 011946523.1 APIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQD 263
NTDB id 1110 NGFG RS09235 WP 003689817.1 GPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQD 244
NTDB id 90401 Cthiooxydans RS04005 WP 039049614.1 APVVKFLHKMLLDAFNMRASDLHFEPYEHNYRVRFRIDGELREIASPPIAIKDKLASRIKVISRLDISEKRVPQD 269
NTDB id 1058 ABD1 RS01615 WP 001274986.1 APIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQD 258
NTDB id 1018 ACIAD RS01685 WP 004920473.1 APIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQD 258
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NTDB id 1028 TT RS08215 WP 011173991.1 GRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGS 652
NTDB id 1306 DR RS10060 WP 027479822.1 GRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGS 649
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGS 328
NTDB id 1293 VP RS12240 WP 005479695.1 GRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGS 328
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGS 328
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGS 337
NTDB id 1110 NGFG RS09235 WP 003689817.1 GRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGS 319
NTDB id 90401 Cthiooxydans RS04005 WP 039049614.1 GRMKLKVGP.DRVIDFRVSTLPTLFGEKIVIRILDPSSAKMGIDALGYEPEEKERLLKAINRPYGMILVTGPTGS 343
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGS 332
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGS 332
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NTDB id 1028 TT RS08215 WP 011173991.1 GKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKI 727
NTDB id 1306 DR RS10060 WP 027479822.1 GKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKI 724
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEI 403
NTDB id 1293 VP RS12240 WP 005479695.1 GKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEI 403
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEI 403
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEI 412
NTDB id 1110 NGFG RS09235 WP 003689817.1 GKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADI 394
NTDB id 90401 Cthiooxydans RS04005 WP 039049614.1 GKTVSLYTCLNLLNQPGVNIATAEDPSEINMPGVNQVNVNEKAGLTFAAALKSFLRQDPDIIMVGEIRDLETADI 418
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEI 407
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEI 407
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NTDB id 1028 TT RS08215 WP 011173991.1 ATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPE.TLRRLGLS 801
NTDB id 1306 DR RS10060 WP 027479822.1 AVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPE.VLRRLGIS 798
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPSAL.LQSQFAFQ 477
NTDB id 1293 VP RS12240 WP 005479695.1 AIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHTVQ.L.QHLGIQ 476
NTDB id 1401 DSB67 RS12665 WP 010643259.1 AIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPNSQ.L.QHIGIA 476
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFK 487
NTDB id 1110 NGFG RS09235 WP 003689817.1 AIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFT 469
NTDB id 90401 Cthiooxydans RS04005 WP 039049614.1 SIKAAQTGHLVLSTLHTNDAPTTLTRMRNMGIAPFNIASSVILITAQRLARRLCAQCKEPADIPHD.ALIDAGYD 492
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPADIPKQ.SLLEMGFT 481
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPIQVPER.SLLEMGFT 481
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NTDB id 1028 TT RS08215 WP 011173991.1 EAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKA 873
NTDB id 1306 DR RS10060 WP 027479822.1 ERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKA 871
NTDB id 1168 A1552VC RS11070 WP 000957200.1 PNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.ANGMQTLQESGLEKL 546
NTDB id 1293 VP RS12240 WP 005479695.1 TTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.ANGMSTLQMSGIEKL 545
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.ANGMQTLQMSGIEKL 545
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ.SEGMLTIFQSGIEKV 558
NTDB id 1110 NGFG RS09235 WP 003689817.1 DEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY.KEGMVDLRRAGILKI 542
NTDB id 90401 Cthiooxydans RS04005 WP 039049614.1 EAELD.GSWVSYKPVGCPACN.NGYKGRVGIYQVMPISEEIQRIILRDGSALEIAAQAK.AEGVRSLRGSGLHKV 564
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE.KLGFNNLRRSGLKKV 554
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE.TLGFNNLRRSGLKKV 554
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NTDB id 1028 TT RS08215 WP 011173991.1 LQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 LQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 REGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 KQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KEGITTIEEVNRVTVD 574
NTDB id 1110 NGFG RS09235 WP 003689817.1 MQGITSLEEVTANTND 558
NTDB id 90401 Cthiooxydans RS04005 WP 039049614.1 KLGLTSLEEVLAVTNE 580
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MQGVTSLQEINRVTSE 570
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